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Erratum
Histone demethylase KDM4C activates HIF1α/VEGFA 
signaling through the costimulatory factor STAT3 in 
NSCLC: Am J Cancer Res. 2020; 10(2): 491-506
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In this article, we found an error appeared in 
Supplementary Figure 1D. The correction image 
was listed as followed. We apologize for the 
error and any inconvenience caused. This cor-
rection has no influence on the findings and 
conclusions of the research.
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Supplementary Figure 1. A. The indicated proteins were detected in HCC827 cells that stably expressed shnc, 
shSTAT3#1 and shSTAT3#2. B, C. HCC827 and H460 cells were treated with CPA-7 for 2 h, and STAT3 Y705 phos-
phorylation level detected by western blot analysis. D. Chip analysis was used to detect the interaction between 
STAT3 and HIF1α gene promoter in HCC827 and HC460 cells treated with CPA-7. IgG was used as negative control 
in this experiment. E. Dual-luciferase assays were done to detect the luciferase activation of HIF1α in HCC827 cells 
treated with CPA-7 for 2 h. *P<0.01.


