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Erratum

Histone demethylase KDM4C activates HIF1a/VEGFA
signaling through the costimulatory factor STAT3 in
NSCLC: Am J Cancer Res. 2020; 10(2): 491-506
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In checking our original data, we found an error
appeared in H460 cell lines of Figure 3F. We
apologize for the error and any inconvenience
caused. This correction has no influence on the
findings and conclusions of the research. The
corrected Figure 3 is shown below.
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Figure 3. KDM4C knockdown inhibits cell proliferation, migration and invasion of NSCLC cells. A. H460 and HCC827
cells were transfected with shnc and shkDM4C virus and KDMA4C protein levels measured by western blot analysis.
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B. Cell cycle distribution was analyzed by ffow cytometry in shkDM4C HCC827 and H460 cells. C. The viability of
HCC827 and H460 cells stably expressing shnc and shkDM4C was analyzed by CCK8 assay. D. A colony formation
assay was carried out using HCC827 and H460 cells stably expressing shnc and shKkDM4C. E, F. The migration abil-
ity HCC827 and H460 cells stably expressing shnc and shkDM4C was analyzed by Transwell assay and the wound

healing assay. *, p<0.01; **, p<0.01.
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