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Impaired TGF-β induced growth inhibition contributes to 
the increased proliferation rate of neural stem  
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Abstract: Gliomas have been classified according to their histological properties. However, their respective cells of 
origin are still unknown. Neural progenitor cells (NPC) from the subventricular zone (SVZ) can initiate tumors in mu-
rine models of glioma and are likely cells of origin in the human disease. In both, p53 signaling is often functionally 
impaired which may contribute to tumor formation. Also, TGF-beta, which under physiological conditions exerts a 
strong control on the proliferation of NPCs in the SVZ, is a potent mitogen on glioma cells. Here, we approach on the 
crosstalk between p53 and TGF-beta by loss of function experiments using NPCs derived from p53 mutant mice, as 
well as pharmacological inhibition of TGF-beta signaling using TGF-beta receptor inhibitors. NPC derived from p53 
mutant mice showed increased clonogenicity and more rapid proliferation than their wildtype counterparts. Further, 
NPC derived from p53mut/mut mice were insensitive to TGF-beta induced growth arrest. Still, the canonical TGF-beta 
signaling pathway remained functional in the absence of p53 signaling and expression of key proteins as well as 
phosphorylation and nuclear translocation of SMAD2 were unaltered. TGF-beta-induced p21 expression could, in 
contrast, only be detected in p53wt/wt but not in p53mut/mut NPC. Conversely, inhibition of TGF-beta signaling using 
SB431542 increased proliferation of p53wt/wt but not of p53mut/mut NPC. In conclusion, our data suggest that the TGF-
beta induced growth arrest in NPC depends on functional p53. Mutational inactivation of p53 hence contributes to 
increased proliferation of NPC and likely to the formation of hyperplasia of the SVZ observed in p53 deficient mice 
in vivo.
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Introduction

Glioblastoma multiforme (GBM) is both the 
most common and the most lethal human brain 
tumor. In spite of histological similarities betw- 
een GBM cells and astrocytes, the cell of origin 
and the events causing malignant transforma-
tion are still matter of debate [1]. Several lines 
of evidence mainly based on data from animal 
models indicate that cells of the neurogenic 
areas in the adult murine brain [2-5], i.e. the 
subventricular zone and the hippocampus can 
give rise to GBM even though other publica-
tions also report the transformation of mature 

brain cells including neurons [6]. In human 
GBM, p53 signaling is mostly dysfunctional, 
either directly due to mutations (in ~28% of pri-
mary and 65% of secondary GBM) [7, 8] or indi-
rect due to dysfunctional regulatory proteins 
like MDM2 [9]. According to the TCGA (Total 
Cancer Genome Atlas) project which analyzed 
mainly primary GBM, the overall frequency of 
genetic alterations in the TP53/MDM2/MDM4/
p14ARF pathway was 87%, with TP53 mutations 
or homozygous deletion being observed in 35%, 
MDM2 amplification in 14%, MDM4 amplifica-
tion in 7% and p14ARF homozygous deletion or 
mutation in 49% of the sequenced GBM [10]. In 

http://www.ajcr.us


TGF-beta in p53 mutant NPC

3437 Am J Cancer Res 2015;5(11):3436-3445

line with the crucial role for p53 in the genesis 
of GBM, most murine models of spontaneous 
GBM require mutant/dysfunctional p53. In a 
mouse model using conditionally inactivated 
p53 in the brain, tumors developed from neural 
progenitor cells (NPC) in the subventricular 
zone (SVZ) [4, 5, 11-13]. This is corroborated by 
a study reporting increased proliferation and 
hyperplasia in the SVZ of mice with mutated 
p53 [14]. To enhance tumor formation, murine 
GBM models use a “second hit” like PTEN inac-
tivation or indirect activation of ras signaling via 
NF-1 inactivation [5, 12], which maximally 
increases the proliferation of malignant and 
premalignant cells in the hyperplastic SVZ and 
elsewhere [11]. In human, p53 mutations pre-
dispose for GBM formation in patients with 
Li-Fraumeni Fanconi syndrome [15]. However, 
the reasons why p53 mutations result in 
increased proliferation of cells within the SVZ 
have not been elucidated in detail.

TGF-beta 1 is a very potent inhibitor of NPC pro-
liferation in vitro and abundantly expressed in 
the brain in vivo. Treatment of murine NPC cul-
tures with TGF-beta 1 results in a long-term pro-
liferation arrest that does not affect major stem 
cell properties [16, 17]. Furthermore, it regu-
lates neurogenesis in vivo and contributes to 
the age-associated reduction of NPC prolifera-
tion in the SVZ [18, 19]. In GBM, TGF-beta 1/2 
exerts a variety of pro-tumorigenic functions 
and is likely the most potent contributor to local 
immunosuppression in at least a subgroup of 
GBM [20, 21].

TGF-beta belongs to a cytokine superfamily and 
exerts its effects by canonical signaling via 
SMAD proteins. Still, non-canonical signaling 
e.g. via ras and PI-3 kinase can also be initiated 
by the TGF-beta receptor complex. In the case 
of TGF-beta 1/2, binding to its receptor results 
in phosphorylation of SMAD2, which dimerizes 
with SMAD4 and translocates into the nucleus 
[22, 23]. For DNA binding, the SMAD2/4 com-
plex requires transcriptional cofactors which 
determine the manifold and highly cell type-
specific biological effects of canonical TGF-
beta signaling. P53 is one of these cofactors 
involved in TGF-beta induced cell cycle arrest, 
in transcription of certain target genes, and  
in translocation of the SMAD2/4 com- 
plex into the nucleus [24]. A mutant-p53/Smad 
complex was described to differentially regu-
late 5 genes (Sharp-1/DEC2/BHLHB3, Cyclin 

G2/CCNG2, ADAMTS9, Follistatin, and GPR87), 
to oppose the transcription of p63-dependent 
genes and thereby to empower TGF-beta-
induced metastasis [25]. Still, the role of p53  
in regulating and mediating TGF-beta induced 
proliferation arrest in NPC is unknown. We now 
hypothesized that lack of functional active p53 
may impair TGF-beta-induced growth arrest 
and thereby provide an explanation for the 
hyperproliferation of NPC in the SVZ of p53 
mutant mice.

Materials and methods

Animals and genotyping

B6.129S2-Trp53tm1Tyj/J heterozygous breeding 
pairs were obtained from Charles River. For 
genotyping, DNA was isolated from clipped tails 
and PCR was performed using the primers 
5’-ACAGCGTGGTGGTACCTTAT-3’, 5’-TATACTCAG- 
AGCCGGCCT-3’ (oIMR037), 5’-CTATCAGGACAT 
AGCGTTGG-3’, yielding a fragment of 400 bp  
for p53+/+ and 600 bp for p53-/- mice. 2 differ-
ent clones per condition were investigated; 
mice were littermates from heterozygeouswt/mut 
breeding couples.

Neural progenitor cell culture

Mice (Charles River Deutschland GmbH, Ger- 
many) were decapitated and SVZs were dis-
sected as previously described [26]. The tissue 
was homogenized and cells were resuspend- 
ed in Neurobasal (NB) medium (Gibco BRL, 
Germany) containing B27 supplement (Gibco 
BRL, Germany), 2 mM L-glutamine (PAN, Ger- 
many), 100 U/ml penicillin/100 μg/ml strepto-
mycin (PAN, Germany). For expansion, the NB/
B27 medium was supplemented with 2 ng/ml 
heparin (Sigma, Germany), 20 ng/ml FGF-2 
(R&D Systems, Germany), and 20 ng/ml EGF 
(R&D Systems, Germany), yielding an efficient 
proliferation medium. For all experiments, NPC 
were treated with recombinant human TGF-
beta 1 and recombinant human TGF-beta 2 
(both from Peprotech) using 10 ng/ml of each 
unless indicated otherwise.

Reverse transcriptase PCR

Total RNA was extracted from cells using the 
RNeasy Mini Kit (Qiagen, Germany) according 
to the manufacturer’s instructions. 1 µg of total 
RNA was used to synthesize single stranded 
cDNAs using reverse transcription kit (Pro- 
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mega, USA). PCRs were performed for 30 cycles 
(30 seconds at 94°C, 2 minutes at 66°C and 1 
minute at 72°C) using the following primers.

SMAD2: 5’-AGTATTAACTCAGATGGGATCCCCTTC- 
3’, 5’-CTTTAATTGATGAGACCTCAAGTGCTG-3’; 
SMAD7: 5’-TTTGCCTCGGACAGCTCAATTCGG-3’; 
5’-CTCGTAGTCGAAAGCCTTGATGGAG-3’

SDS-PAGE and western blot analysis

Total cell lysates were prepared in the presence 
of phosphatase inhibitor cocktail 1 (Sigma) 
according to the manufacturer’s instructions. 
For Western Blot analysis of TFGR2, p21, and 
phosphorylated Smad2 protein, 20-30 μg of 
total cell lysates were separated by 10-15% 
SDS-PAGE and transferred onto nitrocellu- 
lose membranes. The membranes were pro- 
bed overnight at 4°C with antibodies against 
TGFBR2 (1:1000 Upstate), p21 (1:1000 Santa 
Cruz Biotechnology), pSmad2 (1:1000 Calbio- 
chem), SMAD2 (1:1000, BioNordica), and beta-
actin (1:5000, Abcam, Cambridge, UK).

Alamar blue assay

This assay measures metabolic activity, which 
is a measure for cell proliferation. It is based  
on oxidation-reduction reaction (REDOX) and 
incorporates a fluorometric/colorimetric RED- 
OX indicator that fluoresces and changes color. 
The non-toxic REDOX indicator is cell-permeant 
and serves as electron acceptor in the respira-
tory chain. The ensuing reduction causes the 
REDOX indicator to change from oxidized (non-
fluorescent, blue) form to reduced (fluorescent, 
red) form. The ratio of both forms was photo-
metrically quantified.

Clonogenicity assay

Cells were seeded as indicated in 96 well plates 
and treated as indicated. 10 wells with 50 cells 
were plated for each condition. Depending on 
the growth rate of various cell lines, the medi-
um supplemented with TGF-beta was replaced 
weekly. At the end of 1-2 weeks the number of 
spheres/patches formed was determined.

Immunocytochemistry

Cells were plated in 24 well plates in neurobas-
al medium. After 5 days, cells were fixed using 
4% PFA. Fixed cells were washed in TBS (0.15 

M NaCl, 0.1 M Tris-HCl, pH 7.5), blocked with 
TBS supplemented with 0.1% Triton-X100 (only 
for intracellular antigens), 1% bovine serum 
albumin (BSA), and 0.2% teleostean gelatin 
(Sigma, Taufkirchen, Germany). This solution 
was also used during the incubations with  
antibodies. Smad2 primary antibody (1:1000 
Santa Cruz, USA) was applied overnight at 4°C. 
Stainings were visualized using anti-rabbit 
Alexa Fluor 488 (1:100, Molecular Probes, Lei- 
den and NL) conjugates. Nuclei were counter-
stained using DAPI (1:10000, Sigma-Aldrich). 
Specimens were mounted on microscope 
slides using Prolong Antifade kit (Molecular 
Probes, U.S.A.). Epifluorescence observation 
and photo-documentation were realized using 
a Leica microscope (Leica Mikroskopie und 
Systeme GmbH, Germany) equipped with a 
Spot™ digital camera (Diagnostic Instrument 
Inc, U.S.A.).

Statistics

Data analysis was performed using Graphpad 
Prism 5. The statistical tests used are indicat-
ed in the figure legends. All data are given as 
Mean and Standard Error of the Mean (SEM). 
The statistical significance was assessed using 
a two-sided student’s t-test. A p-value <0.05 
was considered significant.

Results

P53mut/mut NPC show enhanced proliferation 
compared to p53wt/wt

TGF-beta 1 which is abundantly expressed in 
the brain is a potent inhibitor of proliferation of 
NPC in vitro and in vivo [16, 27]. Given that 
crosstalk between TGF-beta and p53 signal- 
ing has been described, we wondered whether 
the increased in vitro and in vivo proliferation 
rate of p53mut/mut NPC could be connected to 
differential responses towards TGF-beta. We 
therefore compared the effects of TGF-beta 
1/2 on murine NPC cells derived from the SVZ 
of 10-14 week old wildtype and p53mut/mut mice. 
Plating of single cells from p53wt/wt and p53mut/

mut NPC cultures revealed that mutant cells give 
rise to much larger neurospheres (Figure 1A, 
1B) and display higher clonogenicity (Figure 
1C). In line with previous reports, p53mut/mut 
NPC also showed increased proliferation as 
measured via the amplification rate (i.e. the 
number of cells after 5 days compared to the 
number of cells plated, Figure 1D) [14].
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TGF-beta-induced growth inhibition of NPC de-
pends on functional p53

In line with a report by Wachs et al. [16, 27], 
addition of TGF-beta 1/2 substantially impaired 
growth and proliferation of NPC cultures from 
wildtype mice (Figure 2A, 2B). In contrast, pro-
liferation of p53mut/mut NPC did not change in 
response to TGF-beta 1/2 (Figure 2A, 2B). This 
effect was specific since inhibition of TGF-beta 
signaling by the specific TGF-beta receptor 
kinase inhibitor SB431542 prevented TGF-beta 
induced growth inhibition in p53wt/wt NPC 
whereas p53mut/mut NPC were not only insensi-
tive to TGF-beta itself, but also to the inhibitor 
(Figure 2C, 2D). Consequently, autocrine TGF-
beta signaling (which would also be affected by 
SB431542) does not seem to be relevant for 
p53mut/mut NPC. Insensitivity to the exogenous 
cytokine hence cannot be explained by saturat-
ing levels of autocrine TGF-beta. As previously 
described, TGF-beta did not affect the clono-

gencity of NPCs which was found to be en- 
hanced when p53 was mutated (Figure 3A).

P53mut/mut NPC resisted TGF-beta-induced 
growth arrest even though the components of 
the TGF-beta signaling were intact

Cordenonsi et al. identified p53 as co-factor for 
TGF-beta signaling in Xenopus embryos and 
could show that p53 is required for TGF-beta 
induced growth arrest in Hep2G cells [28]. To 
investigate how p53 contributes to TGF-beta 
induced growth arrest in NPC, we investigated 
the expression of key proteins of TGF-beta  
signaling. There was no difference in the ex- 
pression of TGF-beta receptor 2 (Figure 3B). 
Likewise, SMAD2 expression was similar. 
SMAD7, which acts as a TGF-beta receptor 
antagonist and prevents the phosphorylation of 
SMAD2 was not amplified, either (Figure 3C). 
Rapid and equal phosphorylation of SMAD2  
in p53wt/wt, p53wt/mut, and p53mut/mut NPC con-

Figure 1. P53mut/mut NPC show enhanced proliferation compared to p53wt/wt NPC. A. Neurospheres formed from 
p53wt/wt and p53mut/mut NPCs were photographed after 5 days in culture. B. Based on the recorded images, the di-
ameter of neurospheres was assessed. Shown are median values and standard deviations for the size of spheres 
formed from p53wt/wt and p53mut/mut NPC (**P<0.01). C. Clonogenicity of untreated p53wt/wt NPC as compared to 
p53mut/mut NPC was determined (**P<0.01). D. The amplification rate (i.e. the number of viable cells divided by the 
number of cells plated) was determined for p53mut/mut and p53wt/wt NPCs (***P<0.001).
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firmed that SMAD2 activation by TGF-beta 
occurs independent of p53 function (Figure 
3D) and without increased SMAD2 expres- 
sion (Figure 3E). However, SMAD2 transloca-
tion into the nucleus was only observed in 
p53wt/wt NPC but not in p53mut/mut NPC (Figure 
4A) suggesting that the canonical TGF-beta sig-
naling cascade was impaired downstream of 
the receptor signaling complex. This is in line 
with previous reports describing that mutant 
p53 both attenuates and alters the TGF-beta-
induced transcription activity of SMAD2/3 pro-
teins [25, 28, 29]. A molecular explanation was 
offered by Cordenonsi et al. who found that the 
TGF-beta dependent interaction interaction of 
p53 with Smads 2 and 3 and the subsequent 
recruitment of SMAD4 to the nuclear transloca-

tion complex depends on the phosphorylation 
(and hence on the functionality) of p53. As  
a consequence, TGF-beta addition failed to 
induce p21 expression in p53mut/mut NPC where-
as p21 was readily induced in p53wt/wt NPC 
(Figure 5A). As this protein is a key effector for 
TGF-beta-mediated growth inhibition, the dif-
ferential induction of p21 explains why func-
tional p53 is a required co-factor for TGF-beta 
induced growth arrest.

Impaired autocrine TGF-beta signaling may 
contribute to the increased proliferation of 
p53mut/mut NPC

P53mut/mut mice show increased proliferation in 
the subventricular zone [14] which further pro-

Figure 2. P53mut/mut NPC does not respond to TGF-beta induced growth arrest. A. Shown are representative images 
depicting the change of growth pattern of p53wt/wt and p53mut/mut NPC in the absence or presence of TGF-beta (10 ng/
ml TGF-beta 1 and 2). B. Using the Alamar Blue assay, the proliferation of p53wt/wt and p53mut/mut NPC was assessed 
in the presence of 10 ng/ml TGF-beta 1/2 (**P<0.01, ***P<0.001). C. Shown are representative images of p53wt/

wt and p53mut/mut NPC in the absence or presence of 10 ng/ml TGF-beta 1/2 or 25 nM SB431542 (Scalebars: 500 
µM). D. Cell number relative to control conditions of p53wt/wt and p53mut/mut NPC treated with 10 ng/ml TGF-beta 1/2 
or 25 nM SB431542 or both (*P<0.05, **P<0.01).
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gresses into glioma-like tumors in mice [11]. 
We wondered whether impaired autocrine TGF-
beta signaling may contribute to the increased 
proliferation of NPC. To assess effects of auto-
crine TGF-beta signaling in NPC, NPC were 
treated with the specific TGF-beta receptor 
kinase inibitor SB431542, resulting in incre- 
ased proliferation of p53wt/wt NPC (Figure 2C, 
2D) but not in p53mut/mut NPC (Figure 5B-D). 
Autocrine TGF-beta signaling thus seems to be 
active in NPC. Anti-proliferative effects, howev-
er, appear to be restricted to p53wt/wt cells.

Discussion

NPC derived from neurogenic zones within the 
adult brain are likely cells of origin for GBM. 
Mice with conditional mutations in the brain 
develop hyperplasia within the SVZ and-later-
GBM-like tumors that develop from these cells 
in the SVZ [11]. This suggests that p53 muta-
tions result in premalignant lesions in the brain 
that later (likely upon acquisition of further 
genetic hits) progress to highly malignant 

tumors. In our experiments, we could confirm 
the increased proliferation rate of p53mut/mut 
cells in vitro. Loss of p53 function specifically 
prevented TGF-beta-induced growth arrest due 
to impaired translocation of SMAD2/4 into the 
nucleus. This resulted in the loss of TGF-beta 
mediated p21 induction, which likely contrib-
utes to increased proliferation of NPC in vitro 
and in vivo. The in vivo proof-of-concept of this 
hypothesis in a relevant tumor model would 
have been beyond the scope of this study. In 
addition, p53mut/mut NPC still proliferated slightly 
faster than p53wt/wt NPC even when the TGF-
beta receptor kinase inhibitor SB431542 was 
present. This suggests that p53 also limits the 
proliferation of NPC by TGF-beta independent 
signaling pathways not explored in this study.

TGF-beta makes an important contribution to 
the decrease of neurogenesis in the aging brain 
[18, 19]. Our data suggest that this effect may 
strongly depend on p53. This could also exlain 
why mutation or inactivation of p53 - which 
occurs early during gliomagenesis [9] - fosters 

Figure 3. In spite of being refractory the the growth-inhibitory effects of TGF-beta, p53mut/mut NPC do not lack any 
components of the canonical TGF-beta signaling pathway. A. p53wt/wt and p53mut/mut NPC were treated with 10 ng/ml 
TGF-beta 1/2 and clonogenicity was determined after 1-2 weeks. B. Expression of TGFBR2 was assessed by West-
ern Blotting, using beta-actin as loading control. C. SMAD2 and SMAD7 mRNA expression was assessed by PCR. D. 
Cells were treated with 10 ng/ml TGF-beta 1/2 and analyzed for SMAD2 phosphorylation, beta-actin and SMAD2 
expression at the indicated time points.
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the growth and migration of genetically altered 
NPC in the brain. It is therefore tempting to 
speculate that p53 dysfunction may predis-
pose NPC towards the formation of glial tumors. 
Possible effects of p53 inactivation on neuro-
genesis were not investigated in our study.

A classical step in the malignisation of epitheli-
al derived cancers like breast cancer is the con-
version of TGF-beta from tumor suppressor to 
tumor promoter. Together with published data 
[25] our findings offer a possible explanation 
for this shift. Inactivation of p53 is typically an 
early event in the genesis of gliomas, which 
directly protects the putative cells of origin 
against the anti-proliferative functions of TGF-
beta. Consequently, TGF-beta would loose its 
tumor suppressor function at an early stage 
during gliomagenesis. The premalignant tumors 
could therefore upregulate TGF-beta and there-

by induce local immunosuppression without 
having to acquire additional mutations in the 
TGF-beta pathway.

While these considerations inevitably contain a 
certain amount of speculation on early events 
during tumorigenesis, our work provides new 
insights into the potentially first steps during 
glioma development. Based on the data pre-
sented in this manuscript we propose that inac-
tivation of p53 in a single NPC does not only 
inhibit the guardian of the genome but also 
inactivate the TGF-beta dependent mechanism 
which would otherwise control neurogenesis in 
the ageing brain. The simultaneous disruption 
of these two important control mechanisms 
may therefore allow the formation of a prema-
lignant lesion, which can later develop into full-
blown glioma.

Figure 4. Intracellular translocation of SMAD2. Using epifluorescence microscopy, translocation of SMAD2 into the 
nucleus was monitored 30 min after addition of 10 ng/ml TGF-beta 1/2. DAPI was used as nuclear counterstain.



TGF-beta in p53 mutant NPC

3443 Am J Cancer Res 2015;5(11):3436-3445

Acknowledgements

The authors would like to thank Tine Rasmus- 
sen and Marion Roller for excellent technical 
assistence. This work was supported by a grant 
of the Bavarian Research Foundation to P.K. 
and a career award to young female scientists 
of the RWTH Aachen, Medical School to D.B. 
Parts of the project were funded by the NGFN- 
plus Brain Tumor Network to C.P.B. (Subproject 
7B No. 01GS1105), the in-house research sup-
port of the RWTH Aachen, Medical School 
(START-Program) to D.B., and free research 
grants, University Hosptial, Odense (to D.B. and 
C.P.B).

Disclosure of conflict of interest

None.

Address correspondence to: Dagmar Beier, Depart- 
ment of Neurology, University Hospital Odense and 
Clinical Institute, University of Southern Denmark, 
Sdr. Boulevard 29, Odense 5000, Denmark. Tel: +45 
6541 5603; Fax: +45 6541 3389; E-mail: dagmar.
beier@rsyd.dk

References

[1] Sanai N, Alvarez-Buylla A and Berger MS. 
Neural stem cells and the origin of gliomas. N 
Engl J Med 2005; 353: 811-822.

[2] Uhrbom L, Dai C, Celestino JC, Rosenblum MK, 
Fuller GN and Holland EC. Ink4a-Arf loss coop-
erates with KRas activation in astrocytes and 
neural progenitors to generate glioblastomas 
of various morphologies depending on activat-
ed Akt. Cancer Res 2002; 62: 5551-5558.

[3] Alcantara Llaguno S, Chen J, Kwon CH, Jackson 
EL, Li Y, Burns DK, Alvarez-Buylla A and Parada 
LF. Malignant astrocytomas originate from 
neural stem/progenitor cells in a somatic tu-
mor suppressor mouse model. Cancer Cell 
2009; 15: 45-56.

[4] Marumoto T, Tashiro A, Friedmann-Morvinski 
D, Scadeng M, Soda Y, Gage FH and Verma IM. 
Development of a novel mouse glioma model 
using lentiviral vectors. Nature Medicine 2009; 
15: 110-116.

[5] Zheng H, Ying H, Yan H, Kimmelman AC, Hiller 
DJ, Chen AJ, Perry SR, Tonon G, Chu GC, Ding 
Z, Stommel JM, Dunn KL, Wiedemeyer R, You 
MJ, Brennan C, Wang YA, Ligon KL, Wong WH, 
Chin L and DePinho RA. p53 and Pten control 

Figure 5. TGF-beta 1/2 induced p21 expression and 
effect of SB431542 on NPC. (A) Using Western Blot-
ting, the expression of p21 after addition of 10 ng/ml 
TGF-beta 1/2 was monitored over time in lysates from 
p53wt/wt and p53mut/mut NPC. (B-D) To analyze sphere 
sizes of p53wt/wt (B) and p53mut/mut (C) NPC after addi-
tion of SB431542, 100 cells per well were plated in a 
96 well plate. On the following day, cells were treated 
with SB431542 and the sphere size was determined 
at day 4 (**P<0.01). (D) Shown are representative 
figures of p53wt/wt and p53mut/mut NPC cultures with 
and without SB431542.

mailto:dagmar.beier@rsyd.dk
mailto:dagmar.beier@rsyd.dk


TGF-beta in p53 mutant NPC

3444 Am J Cancer Res 2015;5(11):3436-3445

neural and glioma stem/progenitor cell renew-
al and differentiation. Nature 2008; 455: 
1129-1133.

[6] Friedmann-Morvinski D, Bushong EA, Ke E, 
Soda Y, Marumoto T, Singer O, Ellisman MH 
and Verma IM. Dedifferentiation of Neurons 
and Astrocytes by Oncogenes Can Induce 
Gliomas in Mice. Science 2012; 338: 1080-
1084.

[7] Ohgaki H and Kleihues P. Population-based 
studies on incidence, survival rates, and ge-
netic alterations in astrocytic and oligoden-
droglial gliomas. J Neuropathol Exp Neurol 
2005; 64: 479-489.

[8] Ohgaki H and Kleihues P. Genetic pathways  
to primary and secondary glioblastoma. Am J 
Pathol 2007; 170: 1445-1453.

[9] Reifenberger G and Collins VP. Pathology and 
molecular genetics of astrocytic gliomas. J Mol 
Med 2004; 82: 656-670.

[10] Cancer Genome Atlas Research Network. 
Comprehensive genomic characterization de-
fines human glioblastoma genes and core 
pathways. Nature 2008; 455: 1061-1068.

[11] Wang Y, Yang J, Zheng H, Tomasek GJ, Zhang P, 
McKeever PE, Lee EY and Zhu Y. Expression of 
mutant p53 proteins implicates a lineage rela-
tionship between neural stem cells and malig-
nant astrocytic glioma in a murine model. 
Cancer Cell 2009; 15: 514-526.

[12] Zhu Y, Guignard F, Zhao D, Liu L, Burns DK, 
Mason RP, Messing A and Parada LF. Early in-
activation of p53 tumor suppressor gene coop-
erating with NF1 loss induces malignant astro-
cytoma. Cancer Cell 2005; 8: 119-130.

[13] Chow LM, Endersby R, Zhu X, Rankin S, Qu C, 
Zhang J, Broniscer A, Ellison DW and Baker SJ. 
Cooperativity within and among Pten, p53, and 
Rb pathways induces high-grade astrocytoma 
in adult brain. Cancer Cell 2011; 19: 305-316.

[14] Gil-Perotin S, Marin-Husstege M, Li J, Soriano-
Navarro M, Zindy F, Roussel MF, Garcia-
Verdugo JM and Casaccia-Bonnefil P. Loss of 
p53 induces changes in the behavior of sub-
ventricular zone cells: implication for the gen-
esis of glial tumors. J Neurosci 2006; 26: 
1107-1116.

[15] Nichols KE, Malkin D, Garber JE, Fraumeni JF 
and Li FP. Germ-line p53 Mutations Predispose 
to a Wide Spectrum of Early-onset Cancers. 
Cancer Epidemiol Biomarkers 2001; 10: 83-
87.

[16] Wachs FP, Winner B, Couillard-Despres S, 
Schiller T, Aigner R, Winkler J, Bogdahn U and 
Aigner L. Transforming growth factor-beta1 is a 
negative modulator of adult neurogenesis. J 
Neuropathol Exp Neurol 2006; 65: 358-370.

[17] Daynac M, Pineda JR, Chicheportiche A, 
Gauthier LR, Morizur L, Boussin FD and 
Mouthon MA. TGFbeta lengthens the G1 phase 

of stem cells in aged mouse brain. Stem Cells 
2014; 32: 3257-3265.

[18] Marschallinger J, Krampert M, Couillard-De- 
spres S, Heuchel R, Bogdahn U and Aigner  
L. Age-dependent and differential effects of 
Smad7DeltaEx1 on neural progenitor cell pro-
liferation and on neurogenesis. Exp Gerontol 
2014; 57: 149-154.

[19] Pineda JR, Daynac M, Chicheportiche A, 
Cebrian-Silla A, Sii Felice K, Garcia-Verdugo 
JM, Boussin FD and Mouthon MA. Vascular-
derived TGF-beta increases in the stem cell 
niche and perturbs neurogenesis during aging 
and following irradiation in the adult mouse 
brain. EMBO Mol Med 2013; 5: 548-562.

[20] Weller M and Fontana A. The failure of current 
immunotherapy for malignant glioma. Tumor-
derived TGF-beta, T-cell apoptosis, and the im-
mune privilege of the brain. Brain Res Brain 
Res Rev 1995; 21: 128-151.

[21] Beier CP, Kumar P, Meyer K, Leukel P, Bruttel  
V, Aschenbrenner I, Riemenschneider MJ, 
Fragoulis A, Rummele P, Lamszus K, Schulz JB, 
Weis J, Bogdahn U, Wischhusen J, Hau P, 
Spang R and Beier D. The cancer stem cell 
subtype determines immune infiltration of glio-
blastoma. Stem Cells Dev 2012; 21: 2753-
2761.

[22] Massagué J. TGFβ in Cancer. Cell 2008; 134: 
215-230.

[23] Aigner L and Bogdahn U. TGF-beta in neural 
stem cells and in tumors of the central ner-
vous system. Cell Tissue Res 2008; 331: 225-
241.

[24] Kalo E, Buganim Y, Shapira KE, Besserglick H, 
Goldfinger N, Weisz L, Stambolsky P, Henis YI 
and Rotter V. Mutant p53 Attenuates the 
SMAD-Dependent Transforming Growth Factor 
β1 (TGF-β1) Signaling Pathway by Repressing 
the Expression of TGF-β Receptor Type II. Mol 
Cell Biol 2007; 27: 8228-8242.

[25] Adorno M, Cordenonsi M, Montagner M, 
Dupont S, Wong C, Hann B, Solari A, Bobisse S, 
Rondina MB, Guzzardo V, Parenti AR, Rosato  
A, Bicciato S, Balmain A and Piccolo S. A 
Mutant-p53/Smad complex opposes p63 to 
empower TGFbeta-induced metastasis. Cell 
2009; 137: 87-98.

[26] Wachs FP, Couillard-Despres S, Engelhardt  
M, Wilhelm D, Ploetz S, Vroemen M, Kaesbauer 
J, Uyanik G, Klucken J, Karl C, Tebbing J, 
Svendsen C, Weidner N, Kuhn HG, Winkler J 
and Aigner L. High efficacy of clonal growth 
and expansion of adult neural stem cells. Lab 
Invest 2003; 83: 949-962.

[27] Kandasamy M, Lehner B, Kraus S, Sander  
PR, Marschallinger J, Rivera FJ, Trumbach  
D, Ueberham U, Reitsamer HA, Strauss O, 
Bogdahn U, Couillard-Despres S and Aigner L. 
TGF-beta signalling in the adult neurogenic 



TGF-beta in p53 mutant NPC

3445 Am J Cancer Res 2015;5(11):3436-3445

niche promotes stem cell quiescence as well 
as generation of new neurons. J Cell Mol Med 
2014; 18: 1444-1459.

[28] Cordenonsi M, Dupont S, Maretto S, Insinga A, 
Imbriano C and Piccolo S. Links between tu-
mor suppressors: p53 is required for TGF-beta 
gene responses by cooperating with Smads. 
Cell 2003; 113: 301-314.

[29] Cordenonsi M, Montagner M, Adorno M, 
Zacchigna L, Martello G, Mamidi A, Soligo S, 
Dupont S and Piccolo S. Integration of TGF-
beta and Ras/MAPK signaling through p53 
phosphorylation. Science 2007; 315: 840-
843.


