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Table S3. Clinical characteristics of patients with distinct immune subtypes in CGGA dataset

Variable
Im1 Im2

P value
n=66 n=73

Age < 0.001*
    ≤ 45 years 43 18
    > 45 years 23 55
Gender 0.247
    Female 28 23
    Male 38 50
IDH < 0.001*
    Mutant 38 3
    Wildtype 28 70
MGMT promoter < 0.001*
    Methylated 45 21
    Unmethylated 20 50
    NA 1 2
TCGA transcriptome subtype < 0.001*
    Mesenchymal 3 46
    Classical 25 22
    Neural 9 3
    Proneural 29 2
*P < 0.05.

Table S4. Clinical characteristics of patients with distinct immune subtypes in GSE16011 dataset

Variable
Im1 Im2

P value
n=70 n=89

Age 0.031*
    ≤ 45 years 23 15
    > 45 years 47 74
Gender 0.084
    Female 28 23
    Male 42 66
IDH 0.344
    Mutant 17 16
    Wildtype 38 57
    NA 15 16
TCGA transcriptome subtype < 0.001*
    Mesenchymal 6 67
    Classical 27 17
    Neural 13 3
    Proneural 24 2
*P < 0.05.
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Figure S7. TNFSF4 expression in three datasets according to IDH status (A). TNFSF4 expression in three datasets 
according to immune subtypes (B). Correlation between immune checkpoint genes and TNFSF4 (C). The biological 
functions of TNFSF4 were analyzed in metascape (D) and GSEA (E).


