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Abstract: Background: Aldehyde dehydrogenase 1 (ALDH1), which is an enzyme functioning in many metabolism 
process, has been suggested as a breast cancer (BC) stem cell marker. However, its potentiality as a prognostic 
predictor for BC is yet to be characterized. We compared ALDH1 expression in normal ducts, usual ductal hyperpla-
sia (UDH), atypical ductal hyperplasia (ADH) and invasive ductal carcinoma (IDC) to assess its prognostic value in 
breast cancer. Methods: We determined the expression of ALDH1 in 22 cases with normal duct, 20 UDH, 50 ADH 
and 160 IDC by immunohistochemical staining and assessed its correlation with patient outcome. Result: Of all 
specimens, the positive rates for cytoplasmic staining of ALDH1 in UDH, ADH, IDC were 80%, 64% and 35% respec-
tively, whereas for stroma staining, the positive rates were 70%, 52% and 40% respectively of UDH, ADH and IDC. 
We also found that expression of ALDH1 in IDC luminal epithelial cytoplasm correlated with relapse-free and overall 
survival in BC patients (P < 0.05), while ALDH1 expression in stroma showed no correlation with patient outcome. 
Chi-square test indicated that cytoplasmic and stromal ALDH1 expression differed among IDC, ADH and UDH (P < 
0.05). Conclusion: Expression of ALDH1 might participate in evolution of ADH to breast cancer, and ALDH1 expres-
sion might predict breast cancer outcome.

Keywords: Stem cells, aldehyde dehydrogenase 1, invasive ductal carcinoma, atypical ductal hyperplasia, usual 
ductal hyperplasia

Introduction

Aldehyde dehydrogenase 1 (ALDH1) plays very 
important roles in the metabolism of many cells 
and has been identified as a stem cell marker 
of the breast cancer (BC) [1]. Breast cancer 
stem cells (CSCs) as well as tumor initiated 
cells (TICs) are believed to be the origins of 
breast tumors [2]. Breast CSCs are capable of 
proliferating infinitely and multi-lineage differ-
entiation, and can be insensitive to chemother-
apy or hormone therapy, causing tumor recur-
rence and metastasis after primary treatment 
[3]. Genetic mutations drive the malignant 
transformation of the normal stem cells or pro-
genitors to CSCs [4-6]. Tomasetti and Vogelstein 
[7] reported the association of stem cell divi-
sion with the cancer risk of the same tissue, 

suggesting that the inhibition of proliferation for 
stem cells might reduce the possibility of the 
carcinogenesis [8].

Atypical ductal hyperplasia (ADH) is a frequent 
precancerous lesion in the breast tissues of 
women aged above 40 [9-12]. Over 30% of 
women aged 45-54 were found with moderate 
or severe hyperplasia in autopsy [13-15] and 
these women have about five-fold more risk 
than normal population in developing breast 
cancer [11, 16-18]. In addition, gene expression 
profiling indicates highly similar transcriptional 
profiles among ADH, ductal carcinoma in situ 
(DCIS), and invasive ductal carcinoma (IDC) 
[19]. However, the stem cell profile in these pre-
cancerous lesions has not been widely studied. 
Thus, measuring the stem cell number in nor-
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has been regarded as a bio-
marker predicting tumor ag- 
gressiveness and poor prog-
nosis, the significance of 
ALDH1 expression and local-
ization in ADH has not been 
analyzed.

In this study, we measured 
expression of ALDH1 in the 
stroma and cytoplasm of lu- 
minal epithelial cells in UDH, 
ADH and IDC. Our results 
indicated that in IDC, the 
expression of ALDH1 in the 
cytoplasm of the epithelial 
cells correlated with OS and 
RFS whereas that in the stro-
ma did not. Higher expres-
sion of ALDH1 was found in 
the luminal epithelial cyto-
plasm and stroma of ADH, 
than in UDH and normal duct 
tissues, suggesting that the 
ALDH1 in ADH may play a ro- 
le in the ADH-BC transfor- 
mation. 

Materials and methods

Table 1. Basic information of the patients

Information IDC N (%) ADH N (%) UDH N 
(%)

Normal 
duct, N (%)

Total 160 50 20 22
Age ≤ 50 94 (58.8) 38 (76) 18 (90) 19 (86.4)
Age > 50 66 (41.2) 12 (24) 2 (10) 3 (13.6)
Pre-menopause 99 (61.9) 37 (74.0) 16 (80.0) 17 (77.3)
Post-menopause 61 (38.1) 13 (26.0) 4 (20.0) 5 (22.7)
Age at last pregnancy (yrs) 26.1 25.8 26.3 26.2
No. of full-term pregnancies 2.3 2.1 2.4 2.2
Tumor stage
    T1 55 (34.4)
    T2 95 (59.4)
    T3 2 (1.2)
    T4 8 (5.0)
    N1 79 (49.4)
    N2 57 (35.6)
    N3 24 (15)
Distant metastases 42 (26.3)
    Bone 4 (2.5)
    Brain 2 (1.3)
    Live 7 (4.4)
    Lung 12 (7.5)
    More than two sites 17 (10.6)
Deaths 37 (23.0) 0 0 0

mal ducts, ADH and usual ductal hyperplasia 
(UDH), may aid the development of clinical 
strategies for the BC treatment.

High ALDH1 activity in BC has been found to 
correlate with recurrence and metastasis, 
which leads to poor prognosis [20]. Patients 
with primary tumors and axillary lymph nodes 
metastases (ALNM) expressing ALDH1 have 
dramatically shorter overall (OS) and recur-
rence-free survivals (RFS) than those with 
ALDH1-negative tumors [21]. However, ALDH1 
activity in stroma cells within the primary 
tumors correlates with longer disease-free 
(DFS) and metastasis-free survivals (MFS), as 
well as OS, suggesting that ALDH1 level might 
be a useful prognostic factor for DFS [22]. In 
addition, Epithelial-to-mesenchymal transition 
(EMT) has recently been related to the acquisi-
tion of stem cell properties of breast epithelial 
cells, and subsequent tumor metastasis or 
therapeutic resistance [23]. Furthermore, high 
ALDH1 expression is associated with tumor 
size, histological grade, lymph node metasta-
sis, and worse prognosis [24]. Although ALDH1 

Patients and tumor specimens

One hundred and sixty BC patients (age 31-70, 
median: 49) who underwent modified radical 
mastectomy at the First Hospital of Jilin Uni- 
versity (Changchun, Jilin Province, China) betw- 
een October 2003 and December 2008 were 
enrolled (Table 1, Supplementary Data). The 
patients were followed-up for 9-89 (mean 59) 
months after the surgery and those died of 
other diseases were excluded. The TNM stag-
ing was performed following the NCCN Clinical 
Practice Guidelines in Oncology (version 2015). 
Meanwhile, 50 ADH, 20 UDH, and 22 normal 
duct tissues were obtained from patients who 
underwent surgical resections at the First Hos- 
pital of Jilin University (Table 1, Supplementary 
Data). This study was approved by the ethics 
committee of the First Hospital of Jilin Univer- 
sity and written informed consent was obtain- 
ed from enrolled patients.

Tissue selection and preparation

Tissues obtained through surgical resection 
were immediately immersed in formalin and 
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H&E staining was also performed 
and sections observed and im- 
aged using an Olympus IX51 
microscope (X40; Olympus Com- 
pany, Japan). Tissue specimens 
of UDH (n=20) and ADH (n=50) 
pathological lesions collected 
from noncancerous breasts were 
also analyzed in parallel using 
normal breast ducts as controls. 

Immunohistochemical staining

ALDH1 expression was detected 
by immunohistochemical stain-
ing. Specimens embedded in par-
affin were cut into 3-mm sec-
tions, which were soaked and 
boiled in sodium citrate buffer 

Table 2. The expression of ALDH1 in the cytoplasm of IDC, ADH 
and UDH

ALDH1 positive 
expression

ALDH1 negative 
expression

Expression 
rate χ2 P

IDC 56 104 0.35 23.63 < 0.001
ADH 32 18 0.64
UDH 16 4 0.80

paraffin-embedded before ALDH1 expression 
was assessed by immunohistochemistry (IHC). 

(pH 6.0) for antigen retrieval. After 3% H2O2 
treatment, sections were blocked and incubat-

Figure 1. Characterization of ALDH1 expression in normal duct, IDC, ADH and UDH. Sections of IDC (A), ADH (B), 
UDH and normal duct (C) were stained with an anti-ALDH1A1 monoclonal antibody, visualized and imaged before 
being scored by two pathologists. Representative images of negative (a) and positive staining in cytoplasm (b) and 
stroma (c) are shown. The staining was scored based on intensity and percentage of positive cells as detailed in 
Materials and Methods. 

Table 3. The expression of ALDH1 in the stroma of IDC, ADH 
and UDH

ALDH1 positive 
expression

ALDH1 negative 
expression

Expression 
rate χ2 P

IDC 64 96 0.40 7.65 0.022
ADH 26 24 0.52
UDH 14 6 0.70
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0.05 was considered to  
be statistical significance. 
Semiquantitative analysis of 
ALDH1 expression was asse- 
ssed by the Kruskal-Wallis 
rank sum test. Each group of 
data is expressed as median 
(inter-quartile range).

Results

ALDH1 expression occurs 
more frequently in ADH and 
UDH than in IDC

Table 4. ALDH1 expression in IDC, ADH, UDH and normal duct

Groups Median (inter-
quartile range) X2 P

ALDH1 in cytoplasm IDC (n=160) 2 (4) 7.244 0.065
ADH (n=50) 3 (2)
UDH (n=20) 2 (4)

Normal duct (n=22) 1 (4)
ALDH1 in stroma IDC (n=160) 3 (5) 3.134 0.371

ADH (n=50) 3 (4)
UDH (n=20) 2 (4)

Normal duct (n=22) 2 (5)

ed with anti-ALDH1A1 monoclonal antibody 
(BD Biosciences, Franklin Lakes, NJ) at 4°C 
overnight, briefly washed, and then incubated 
with the secondary antibody. Fifteen min later 
the S-P IHC reagent (MaiXin Biotechnology, 
Fuzhou, China) was applied and excess washed. 
DAB staining was then performed for 2-4 min 
and sections counterstained with hematoxylin 
before being examined and scored by two expe-
rienced pathologists.

Assessment of ALDH1 expression

Previous studies [25-28] showed high expres-
sion of ALDH1 in the epithelial cell cytoplasm. 
In this study, we assessed ALDH1 expression in 
the cytoplasm of luminal epithelial and stroma 
cells. We also scored ALDH1 staining in normal 
ducts, UDH, ADH and IDC based on the per-
centage of ALDH1 positive cells and the inten-
sity. The percentage of ALDH1 positive cells 
was scored as 0 (negative, 0-1% cells stained), 
1 (positive, 1-10% cells positive), 2 (positive, 
10-50% cells positive), or 3 (positive, > 50% 
cells positive), and the intensity was scored  
as 0 (negative), 1 (weak), 2 (moderate), or 3 
(strong). 

Statistical analysis

Statistical analyses were performed using  
a SPSS software package (version 19.0,  
SPSS Company, Chicago, IL). The association 
between ALDH1 expression and tumor develop-
ment was analyzed by the Chi-square or 
Kruskal-Wallis rank sum test. OS and RFS rates 
were calculated using the Kaplan-Meier meth-
od, and compared by the log-rank test. 
Multivariate Cox regression analysis was per-
formed to evaluate the risk of metastasis asso-
ciated with cytoplasmic ALDH1 expression. P < 

To explore the significance of ALDH1 expres-
sion in breast tumors and ADH, we examined 
its expression in IDC, ADH and UDH by immuno-
histochemical analysis. The results indicated 
significant difference between IDC, ADH, and 
UDH in the expression of ALDH1 in cytoplasm 
and stroma (Figure 1). Fifty-six out of 160 IDC 
tumors demonstrated cytoplasmic ALDH1 com-
pared to 32 of 50 ADH and 16 of 20 UDH sam-
ples. Chi-square tests demonstrated significant 
difference in cytoplasmic ALDH1 expression 
among IDC, ADH, and UDH (P < 0.05; Table 2, 
Supplementary Data).

Meanwhile, we also examined ALDH1 expres-
sion in stroma of IDC, ADH and UDH. As shown 
in Figure 1, immunohistochemical analysis sug-
gested that ALDH1 was expressed in the stro-
ma of 40% of IDC, 52% of ADH and 70% of UDH 
samples. Chi-square test indicated that stro-
mal ALDH1 expression differed significantly 
among three categories (P < 0.05; Table 3, Sup- 
plementary Data). These results indicate sig-
nificantly higher ALDH1 expression in the cyto-
plasm and stroma of ADH, and UDH, compared 
to IDC, suggesting a possible role of ALDH1 in 
ADH-BC transformation.

ALDH1 expression in normal duct, IDC, ADH 
and UDH tissues

The Kruskal-Wallis rank sum test was per-
formed to compare ALDH1 expression in IDC, 
ADH, UDH, and normal duct (Figure 1C). The 
results indicated median ALDH1 expression in 
the luminal epithelial cytoplasm of 2, 3, 2 and  
1 in IDC, ADH, UDH and normal duct, respec-
tively, but with no statistically significant differ-
ence (P=0.065; Table 4, Supplementary Data). 
Meanwhile, median levels of ALDH1 of 3, 3, 2, 
and 2 were found in the stroma of IDC, ADH, 
UDH and normal ducts, respectively, again with 
no statistically significant difference (P=0.371; 
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Figure 2. Kaplan-Meier analysis of relapse-free survival (RFS) and overall survival (OS) in patients with IDC. Relapse-
free survival (A) or Overall survival (B) curves of patients with IDC negatively expressing ALDH1 or positively express-
ing ALDH1 in the cytoplasm (P < 0.05); Relapse-free survival (C) or Overall survival (D) curves of patients with IDC 
negatively expressing ALDH1 or positively expressing ALDH1 in the stroma (P > 0.05).

Table 4, Supplementary Data). These results 
suggest no statistical variation in the expres-
sion of ALDH1 in luminal epithelial cytoplasm 
and stroma of IDC, ADH, UDH, and normal duct 
tissues although there was likely a trend of 
increase in ADH compared with UDH and nor-
mal ducts.

Cytoplasmic expression of ALDH1 in the IDC 
predicts metastasis and poor survival

To characterize whether ALDH1 expression in 
the luminal epithelium cytoplasm and stroma 
of IDC correlated with RFS and OS in BC pa- 

tients, a Kaplan-Meier analysis was performed 
and a log-rank test used to compare the sur- 
vivals of different groups. Our results indicated 
that cytoplasmic ALDH1 expression in the lumi-
nal epithelial cells in 56 of 160 patients pre-
dicted poorer prognosis (Figure 2A and 2B). On 
the other hand, however, ALDH1 expression in 
stromal cells (64 of 160 patients) was not asso-
ciated with patient survivals (P > 0.05; Figure 
2C and 2D). Multivariate Cox regression analy-
sis showed significantly higher risk of metasta-
sis associated with cytoplasmic ALDH1 expres-
sion (hazard ratio (HR): 3.985, 95% confidence 
interval (CI): 1.832-8.665, P < 0.001), as well 

http://www.ijcem.com/files/ijcem0071809suppldata.xls
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Table 5. Multivariate analyses of RFS

B SE Wald df P HR
95.0% CI for HR
Lower Upper

ALDH1 in cytoplasm 1.382 .396 12.164 1 .000 3.985 1.832 8.665
ALDH1 in stroma -.364 .380 .917 1 .338 .695 .330 1.464
Age -.003 .030 .013 1 .908 .997 .940 1.056
Menopausal status -.491 .469 1.097 1 .295 .612 .244 1.534
Tumor size .332 .142 5.461 1 .019 1.394 1.055 1.841
pathological sub-stratification .691 .128 29.265 1 .000 1.996 1.554 2.564
ER in primary breast tumors .424 .514 .681 1 .409 1.528 .558 4.182
PgR in primary breast tumors -1.023 .489 4.375 1 .036 .359 .138 .938
HER-2 in primary breast tumors -.706 .425 2.767 1 .096 .493 .215 1.134
KI-67 in primary breast tumors -.016 .333 .002 1 .962 .984 .513 1.890

as other factors such as tumor size (HR: 1.394, 
95% CI: 1.055-1.841, P=0.019), pathological 
sub-stratification (HR: 1.996, 95% PI: 1.554-
2.564, P < 0.001), and progesterone receptors 
(PR) expression (HR: 0.359, 95% PI: 0.138-
0.938, P=0.036) (Table 5). As a result, patients 
with IDC that express ALDH1 in cancer cell cyto-
plasm more likely had shorter survival (HR: 
4.435, 95% CI: 1.940-10.135, P < 0.001) 
(Figure 2A and 2B), which also correlated with 
pathological sub-stratification (HR: 1.914, 95% 
CI: 1.465-2.499, P < 0.001) and PR expression 
(HR: 0.357, 95% CI: 0.128-0.996, P=0.049). 
ALDH1 expression in stroma cells was not 
associated with metastasis (P=0.338) and 
patient survival (P=0.386) (Table 6).

Discussion

Breast cancer is one of the most common 
malignances across the world [29], accounting 
for 25-30% of women malignancies in USA, and 
8%-10% of all cancers in China [30]. Multiple 

lines of evidence indicated that ADH positively 
correlates with the breast cancer tumorigene-
sis [10, 18]. Therefore, it is urgent to identify 
the potential indicators for the diagnosis of 
ADH precancerous lesions of the mammary 
gland disease.

CSCs form a small population of cancer cells in 
tumor masses, but are responsible for tumori-
genicity and metastasis in various tumors [31-
38]. In 2006, Lapidot et al. firstly reported the 
human CD34+CD38- CSCs [39]. CSCs have 
been isolated and characterized from more 
than 20 different types of cancer. Accumulating 
evidences indicated that these cells maintain 
certain level of stemness similar to epithelial 
stem cells, and they are naturally resistant to 
chemotherapy and very common to observe a 
recurrence [38, 40-43].

Several studies have indicated that ALDH1 can 
be a marker of breast CSCs. Balicki et al. used 
ALDH1 activity to isolate breast CSCs and rec-

Table 6. Multivariate analyses of OS

B SE Wald df P HR
95.0% CI for HR

Lower Upper
ALDH1 in cytoplasm 1.489 .422 12.475 1 .000 4.435 1.940 10.135
ALDH1 in stroma -.348 .401 .753 1 .386 .706 .322 1.549
Age -.014 .032 .194 1 .660 .986 .926 1.050
Menopausal status -.202 .487 .172 1 .678 .817 .315 2.121
Tumor size .233 .150 2.419 1 .120 1.262 .941 1.693
pathological sub-stratification .649 .136 22.699 1 .000 1.914 1.465 2.499
ER in primary breast tumors .234 .539 .189 1 .664 1.264 .440 3.632
PgR in primary breast tumors -1.030 .524 3.869 1 .049 .357 .128 .996
HER-2 in primary breast tumors -.731 .460 2.521 1 .112 .482 .195 1.187
KI-67 in primary breast tumors .005 .357 .000 1 .988 1.005 .500 2.023
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ommended ALDH1 as a reliable marker for 
breast CSCs [1]. Another investigation demon-
strated that transplantation of as few as 500 
ALDH1+ cells is enough to generate tumors in 
non-obese diabetic/severe combined immuno-
deficiency (NOD/SCID) mice [20]. Representing 
only two percent of the cancer cells these small 
number of ALDH1+ cells are featured with unlim-
ited self-renewal, proliferation and differentia-
tion [20].

In this study, the percentage of epithelial cells 
with cytoplasmic ALDH1 expression in IDC, ADH 
and UDH was determined to be 35%, 64% and 
80% respectively, while the percentage in stro-
ma was 40%, 52% and 70% respectively 
(Tables 2 and 3, Supplementary Data). Of clini-
cal importance in IDC, ALDH1 in cytoplasm is 
associated with shorter OS and RFS (P < 0.05; 
Figure 2A and 2B), whereas stromal ALDH1 
expression did not correlate with the patient 
outcomes (P > 0.05; Figure 2C and 2D), which 
is inconsistent with previous reports [22]. This 
discrepancy might be resulted from different 
specimens or different detection methods em- 
ployed, which need to be further studied.

Interestingly, ALDH1 expression was detected 
in fewer IDC samples (35%) compared to benign 
and normal epithelial tissues (P < 0.05). ALDH1 
may exist in both stem cells and CSCs in breast 
tissue, so ALDH1 positive cells in IDC might be 
CSCs, whereas the ALDH1 positive cells in 
ADH/UDH tissues might originate from normal 
stem cells. Moreover, there is likely an increase 
of ALDH1 expression in ADH, compared to IDC, 
UDH and normal ducts (Table 4, Supplementary 
Data), although future confirmation in larger 
cohorts of patients is needed. In breast tumors, 
ALDH1 has recently been reported to signifi-
cantly correlate with histological grade, positive 
ERBB2 expression, and negative expression  
of estrogen and progesterone receptors in fe- 
males [24, 45]. Therefore, our findings indicat-
ed that ALDH1 positive cells might have impor-
tant roles in transformation of mammary gland 
hyperplasia and development of breast cancer. 
Thus, ALDH1 might represent a useful prog- 
nostic biomarker for breast cancer severity  
and represent a target for therapeutic inter- 
ventions. 

Acknowledgements 

This study was supported by Norman Bethune 
Program of Jilin University (No. 2012217) and 

Natural Science Foundation of China (No. 303- 
00336). This study was also supported by the 
Health Program 2018SCZWSZX-035, General 
office of Finance of Jilin province. We are gra- 
teful to Dr. Yi Li from Breast Center in Baylor 
College of Medicine for his great help and many 
thanks go to the Pathology Core Facility for  
tissue processing in the First Hospital of Jilin 
University. 

Disclosure of conflict of interest

None.

Address correspondence to: Aiping Shi, Depart- 
ment of Breast Surgery, The First Hospital of Jilin 
University, No. 71 Xinmin Street, Changchun, Jilin, 
China. Tel: +8613364308696; E-mail: 1336430- 
8696@163.com; Zhimin Fan, Department of Breast 
Surgery, The First Hospital of Jilin University, No. 71 
Xinmin Street, Changchun, Jilin, China. Tel: +86139- 
04321567; E-mail: fanzhimn@163.com

References

[1] Balicki D. Moving forward in human mammary 
stem cell biology and breast cancer prognosti-
cation using ALDH1. Cell Stem Cell 2007; 1: 
485-487.

[2] Wicha MS, Liu S and Dontu G. Cancer stem 
cells: an old idea--a paradigm shift. Cancer  
Res 2006; 66: 1883-1890; discussion 1895-
1886.

[3] Kai K, Arima Y, Kamiya T and Saya H. Breast 
cancer stem cells. Breast Cancer 2010; 17: 
80-85.

[4] Jamieson CH, Ailles LE, Dylla SJ, Muijtjens M, 
Jones C, Zehnder JL, Gotlib J, Li K, Manz MG, 
Keating A, Sawyers CL and Weissman IL. 
Granulocyte-macrophage progenitors as candi-
date leukemic stem cells in blast-crisis CML. N 
Engl J Med 2004; 351: 657-667.

[5] Krivtsov AV, Twomey D, Feng Z, Stubbs MC, 
Wang Y, Faber J, Levine JE, Wang J, Hahn WC, 
Gilliland DG, Golub TR and Armstrong SA. 
Transformation from committed progenitor to 
leukaemia stem cell initiated by MLL-AF9. 
Nature 2006; 442: 818-822.

[6] Reya T, Morrison SJ, Clarke MF and Weissman 
IL. Stem cells, cancer, and cancer stem cells. 
Nature 2001; 414: 105-111.

[7] Tomasetti C and Vogelstein B. Cancer etiology. 
Variation in cancer risk among tissues can be 
explained by the number of stem cell divisions. 
Science 2015; 347: 78-81.

[8] Lopez-Lazaro M. Understanding why aspirin 
prevents cancer and why consuming very hot 
beverages and foods increases esophageal 
cancer risk. Controlling the division rates of 

mailto:13364308696@163.com
mailto:13364308696@163.com
mailto:fanzhimn@163.com


Expression of ALDH1 in breast patients

7181 Int J Clin Exp Med 2018;11(7):7174-7182

stem cells is an important strategy to prevent 
cancer. Oncoscience 2015; 2: 849-856.

[9] Allred DC and Mohsin SK. Biological features 
of premalignant disease in the human breast. 
J Mammary Gland Biol Neoplasia 2000; 5: 
351-364.

[10] Page DL and Dupont WD. Anatomic indicators 
(histologic and cytologic) of increased breast 
cancer risk. Breast Cancer Res Treat 1993; 28: 
157-166.

[11] Page DL, Dupont WD, Rogers LW and Rados 
MS. Atypical hyperplastic lesions of the female 
breast. A long-term follow-up study. Cancer 
1985; 55: 2698-2708.

[12] Wellings SR, Jensen HM and Marcum RG. An 
atlas of subgross pathology of the human 
breast with special reference to possible pre-
cancerous lesions. J Natl Cancer Inst 1975; 
55: 231-273.

[13] Bartow SA, Pathak DR, Black WC, Key CR and 
Teaf SR. Prevalence of benign, atypical, and 
malignant breast lesions in populations at dif-
ferent risk for breast cancer. A forensic autop-
sy study. Cancer 1987; 60: 2751-2760.

[14] Nielsen M, Jensen J and Andersen J. Precan- 
cerous and cancerous breast lesions during 
lifetime and at autopsy. A study of 83 women. 
Cancer 1984; 54: 612-615.

[15] Santen RJ, Allred DC, Ardoin SP, Archer DF, 
Boyd N, Braunstein GD, Burger HG, Colditz GA, 
Davis SR, Gambacciani M, Gower BA, Hen- 
derson VW, Jarjour WN, Karas RH, Kleerekoper 
M, Lobo RA, Manson JE, Marsden J, Martin KA, 
Martin L, Pinkerton JV, Rubinow DR, Teede H, 
Thiboutot DM, Utian WH and Endocrine S. 
Postmenopausal hormone therapy: an Endo- 
crine Society scientific statement. J Clin 
Endocrinol Metab 2010; 95: s1-s66.

[16] Dupont WD and Page DL. Risk factors for 
breast cancer in women with proliferative 
breast disease. N Engl J Med 1985; 312: 146-
151.

[17] Hartmann LC, Degnim AC, Santen RJ, Dupont 
WD and Ghosh K. Atypical hyperplasia of the 
breast--risk assessment and management op-
tions. N Engl J Med 2015; 372: 78-89.

[18] Hartmann LC, Sellers TA, Frost MH, Lingle WL, 
Degnim AC, Ghosh K, Vierkant RA, Maloney 
SD, Pankratz VS, Hillman DW, Suman VJ, 
Johnson J, Blake C, Tlsty T, Vachon CM, Melton 
LJ 3rd and Visscher DW. Benign breast disease 
and the risk of breast cancer. N Engl J Med 
2005; 353: 229-237.

[19] Ma XJ, Salunga R, Tuggle JT, Gaudet J, Enright 
E, McQuary P, Payette T, Pistone M, Stecker K, 
Zhang BM, Zhou YX, Varnholt H, Smith B, Gadd 
M, Chatfield E, Kessler J, Baer TM, Erlander 
MG and Sgroi DC. Gene expression profiles of 
human breast cancer progression. Proc Natl 
Acad Sci U S A 2003; 100: 5974-5979.

[20] Ginestier C, Hur MH, Charafe-Jauffret E, 
Monville F, Dutcher J, Brown M, Jacquemier J, 

Viens P, Kleer CG, Liu S, Schott A, Hayes D, 
Birnbaum D, Wicha MS and Dontu G. ALDH1 is 
a marker of normal and malignant human 
mammary stem cells and a predictor of poor 
clinical outcome. Cell Stem Cell 2007; 1: 555-
567.

[21] Dong Y, Bi LR, Xu N, Yang HM, Zhang HT, Ding 
Y, Shi AP and Fan ZM. The expression of alde-
hyde dehydrogenase 1 in invasive primary 
breast tumors and axillary lymph node metas-
tases is associated with poor clinical progno-
sis. Pathol Res Pract 2013; 209: 555-561.

[22] Bednarz-Knoll N, Nastaly P, Zaczek A, Stoupiec 
MG, Riethdorf S, Wikman H, Muller V, Sko- 
kowski J, Szade J, Sejda A, Welnicka-Jaskiewicz 
M and Pantel K. Stromal expression of ALDH1 
in human breast carcinomas indicates re-
duced tumor progression. Oncotarget 2015; 6: 
26789-26803.

[23] Anwar TE and Kleer CG. Tissue-based identifi-
cation of stem cells and epithelial-to-mesen-
chymal transition in breast cancer. Hum Pathol 
2013; 44: 1457-1464.

[24] Liu Y, Lv DL, Duan JJ, Xu SL, Zhang JF, Yang XJ, 
Zhang X, Cui YH, Bian XW and Yu SC. ALDH1A1 
expression correlates with clinicopathologic 
features and poor prognosis of breast cancer 
patients: a systematic review and meta-analy-
sis. BMC Cancer 2014; 14: 444.

[25] Pearce DJ, Taussig D, Simpson C, Allen K, 
Rohatiner AZ, Lister TA and Bonnet D. Cha- 
racterization of cells with a high aldehyde de-
hydrogenase activity from cord blood and 
acute myeloid leukemia samples. Stem Cells 
2005; 23: 752-760.

[26] Mieog JS, de Kruijf EM, Bastiaannet E, Kuppen 
PJ, Sajet A, de Craen AJ, Smit VT, van de Velde 
CJ and Liefers GJ. Age determines the prognos-
tic role of the cancer stem cell marker alde-
hyde dehydrogenase-1 in breast cancer. BMC 
Cancer 2012; 12: 42.

[27] Ohi Y, Umekita Y, Yoshioka T, Souda M, Rai Y, 
Sagara Y, Sagara Y, Sagara Y and Tanimoto A. 
Aldehyde dehydrogenase 1 expression pre-
dicts poor prognosis in triple-negative breast 
cancer. Histopathology 2011; 59: 776-780.

[28] Tanei T, Morimoto K, Shimazu K, Kim SJ, Tanji 
Y, Taguchi T, Tamaki Y and Noguchi S. Asso- 
ciation of breast cancer stem cells identified by 
aldehyde dehydrogenase 1 expression with re-
sistance to sequential Paclitaxel and epirubi-
cin-based chemotherapy for breast cancers. 
Clin Cancer Res 2009; 15: 4234-4241.

[29] Chen W, Zheng R, Baade PD, Zhang S, Zeng H, 
Bray F, Jemal A, Yu XQ and He J. Cancer statis-
tics in China, 2015. CA Cancer J Clin 2016; 66: 
115-132.

[30] Torre LA, Bray F, Siegel RL, Ferlay J, Lortet-
Tieulent J and Jemal A. Global cancer statis-
tics, 2012. CA Cancer J Clin 2015; 65: 87-108.

[31] Hess DA, Wirthlin L, Craft TP, Herrbrich PE, 
Hohm SA, Lahey R, Eades WC, Creer MH and 



Expression of ALDH1 in breast patients

7182 Int J Clin Exp Med 2018;11(7):7174-7182

Nolta JA. Selection based on CD133 and high 
aldehyde dehydrogenase activity isolates long-
term reconstituting human hematopoietic 
stem cells. Blood 2006; 107: 2162-2169.

[32] Lingala S, Cui YY, Chen X, Ruebner BH, Qian XF, 
Zern MA and Wu J. Immunohistochemical 
staining of cancer stem cell markers in hepato-
cellular carcinoma. Exp Mol Pathol 2010; 89: 
27-35.

[33] Liu H, Patel MR, Prescher JA, Patsialou A, Qian 
D, Lin J, Wen S, Chang YF, Bachmann MH, 
Shimono Y, Dalerba P, Adorno M, Lobo N, 
Bueno J, Dirbas FM, Goswami S, Somlo G, 
Condeelis J, Contag CH, Gambhir SS and 
Clarke MF. Cancer stem cells from human 
breast tumors are involved in spontaneous 
metastases in orthotopic mouse models. Proc 
Natl Acad Sci U S A 2010; 107: 18115-18120.

[34] Pang R, Law WL, Chu AC, Poon JT, Lam CS, 
Chow AK, Ng L, Cheung LW, Lan XR, Lan HY, 
Tan VP, Yau TC, Poon RT and Wong BC. A sub-
population of CD26+ cancer stem cells with 
metastatic capacity in human colorectal can-
cer. Cell Stem Cell 2010; 6: 603-615.

[35] Patel SA, Dave MA, Murthy RG, Helmy KY and 
Rameshwar P. Metastatic breast cancer cells 
in the bone marrow microenvironment: novel 
insights into oncoprotection. Oncol Rev 2011; 
5: 93-102.

[36] Sun S and Wang Z. ALDH high adenoid cystic 
carcinoma cells display cancer stem cell prop-
erties and are responsible for mediating me-
tastasis. Biochem Biophys Res Commun 2010; 
396: 843-848.

[37] Woo T, Okudela K, Mitsui H, Yazawa T, Ogawa 
N, Tajiri M, Yamamoto T, Rino Y, Kitamura H 
and Masuda M. Prognostic value of CD133 ex-
pression in stage I lung adenocarcinomas. Int  
J Clin Exp Pathol 2010; 4: 32-42.

[38] Marie-Egyptienne DT, Lohse I and Hill RP. 
Cancer stem cells, the epithelial to mesenchy-
mal transition (EMT) and radioresistance: po-
tential role of hypoxia. Cancer Lett 2013; 341: 
63-72.

[39] Gal H, Amariglio N, Trakhtenbrot L, Jacob-Hirsh 
J, Margalit O, Avigdor A, Nagler A, Tavor S, Ein-
Dor L, Lapidot T, Domany E, Rechavi G and 
Givol D. Gene expression profiles of AML de-
rived stem cells; similarity to hematopoietic 
stem cells. Leukemia 2006; 20: 2147-2154.

[40] Dean M, Fojo T and Bates S. Tumour stem cells 
and drug resistance. Nat Rev Cancer 2005; 5: 
275-284.

[41] Kakarala M and Wicha MS. Implications of the 
cancer stem-cell hypothesis for breast cancer 
prevention and therapy. J Clin Oncol 2008; 26: 
2813-2820.

[42] Borgna S, Armellin M, di Gennaro A, Maestro R 
and Santarosa M. Mesenchymal traits are se-
lected along with stem features in breast can-
cer cells grown as mammospheres. Cell Cycle 
2012; 11: 4242-4251.

[43] Rosenthal DT, Zhang J, Bao L, Zhu L, Wu Z, Toy 
K, Kleer CG and Merajver SD. RhoC impacts 
the metastatic potential and abundance of 
breast cancer stem cells. PLoS One 2012; 7: 
e40979.

[44] Shehata M, Teschendorff A, Sharp G, Novcic N, 
Russell IA, Avril S, Prater M, Eirew P, Caldas C, 
Watson CJ and Stingl J. Phenotypic and func-
tional characterisation of the luminal cell hier-
archy of the mammary gland. Breast Cancer 
Res 2012; 14: R134.

[45] Zhou L, Jiang Y, Yan T, Di G, Shen Z, Shao Z and 
Lu J. The prognostic role of cancer stem cells in 
breast cancer: a meta-analysis of published 
literatures. Breast Cancer Res Treat 2010; 
122: 795-801.


