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Abstract: To evaluate the role and underlying mechanism of microRNA (miR)-203a in gastric stem cancer cells. 
Reverse transcription quantitative polymerase chain reaction was used to determine the expression of miR-203a 
in the adjacent cancerous and non-cancerous tissues. Cell proliferation and cellular drug resistance was detected 
using Cell Counting Kit-8 and EDU assays, and cell migration and invasion were detected using transwell assays. 
RNA sequencing and database website predictions confirmed the downstream target genes, which was further con-
firmed by double-luciferase reporter gene experiments. Attenuated miR-203a expression was observed in gastric 
cancer, and its expression level was associated with tumor size, tumor node metastasis stage, tissue differentiation, 
and patient survival. Overexpression of miR-203a in gastric stem cancer cells significantly inhibited cell prolifera-
tion, migration, invasion and cellular drug resistance, whereas silencing its expression resulted in the opposite ef-
fects. Double-luciferase reporter gene experiments confirmed that miR-203a acts directly on the downstream target 
gene, mTOR. Cellular mTOR upregulation restores the inhibitory effect of miR-203a overexpression on gastric stem 
cancer cell proliferation, migration, invasion and drug resistance. MiR-203a inhibits the malignant behavior of gas-
tric stem cancer cells by targeting mTOR.
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Introduction

Gastric cancer (GC) is the second leading cause 
of cancer-related deaths worldwide [1, 2]. Most 
GC cases are adenocarcinomas. The mortality 
rate of GC is second only to lung cancer [3, 4]. 
Every year, approximately 1 million GC cases 
are diagnosed and more than 700,000 people 
die from it [5, 6]. The current 5-year survival 
rate for patients with GC is less than 20% owing 
to recurrence and metastasis [7]. Owing to the 
low rate of early GC diagnosis, most patients 
with GC are diagnosed at stage II or III [8]. 
Surgical resection is the only possible cure for 
GC; however, it is limited to patients with stage 
I GC [9-12]. Therefore, effectively improving the 
early diagnosis rate of patients with GC is an 
important issue in clinical diagnosis, treatment, 
and scientific research, and we must identify 
new and effective molecular biological markers 
for GC.

Therefore, discovering potential targets for the 
treatment of GC is valuable. MicroRNAs (miR-

NAs) are short-stranded non-coding RNA that 
encode RNA by targeting the inhibition of trans-
lation or the stability of mRNA [13]. This mature 
small RNA molecule is an approximately 22-bp-
long single-stranded RNA that usually inhibits 
the expression of protein-coding genes [14]. 
MiR-203, which is located on human chromo-
some 14q32.33, is often used as a tumor sup-
pressor and plays a crucial role in the develop-
ment of many tumor types [14, 15]. One study 
showed that the inhibitory effect of miR-203a 
on tumors might be due to its ability to inhibit 
the selection and expansion of gastric cancer 
cells in the early stages of development [16]. 
MiR-203a reportedly plays a tumor-inhibitory 
role in many types of cancers, such as melano-
ma [17], B-cell lymphoma [18], laryngeal cancer 
[19], pancreatic cancer [20], and colon cancer 
[21]. However, its role in gastric stem cancer 
cell development and progression remains 
unclear.

In this study, the expression level of miR-203a 
in selected GC tissue samples was detected by 
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reverse transcription polymerase chain reac-
tion (RT-PCR) and compared with the patients’ 
clinical data. Next, a gastric stem cancer cell 
line overexpressing miR-203a and a control 
group were established, and the cellular prolif-
eration, migration, invasion abilities and cellu-
lar drug resistance were detected by Cell 
Counting Kit (CCK)-8 and transwell assays, 
respectively. MiR-203a expression was silenc- 
ed, and the cellular proliferation and migration 
rates, invasion ability and cellular drug resis-
tance were re-detected. Next, the target genes 
downstream of miR-203a were predicted and 
analyzed using RNA sequencing (RNA-seq) and 
database website predictions, and the analysis 
was verified using a double-luciferase reporter 
gene experiment. Target gene expression was 
upregulated in cells stably overexpressing miR-
203a, and the recovery of the effect of upregu-
lated target genes on gastric cancer stem cells 
was detected using an experimental method. 
This study aimed to clarify the role of miR-203a 
in the occurrence and development of gastric 
cancer stem cells through the above experi- 
ments.

Material and methods

Cell lines and experimental materials

The MGC-803 cell lines were obtained from  
the Cell Bank of Xiangya Medical College of 
Central South University of China. The miR-
203a mimics were synthesized by Jin Weizhi 
Company. The CCK-8 kit was purchased from 
Beyotime Company, the transwell chamber and 
Matrigel were purchased from Millipore, and 
mTOR primary antibody was purchased from 
Santa Cruz Biochemical. Beijing Zhongshan 
Jinqiao Company provided the sheep anti-
mouse secondary antibodies labeled with 
horseradish peroxidase. Israeli BI Company 
provided the fetal bovine serum (FBS). 
Dulbecco’s modified Eagle’s medium (DMEM) 
was purchased from Gibco.

Patient data and samples

All clinical data for this project were obtained 
from pathological GC samples collected from 
the First Affiliated Hospital of Guilin Medical 
University in 2012-2015; a total of 95 sampl- 
es were selected. All patients were diagnosed 
with GC based on the postoperative histopath-
ological examination. The Ethics Committee of 
Guilin Medical University approved the study, 
and informed consent was obtained from all 
participants.

RT-PCR technology

Total RNA was extracted using the TRIzol meth-
od as instructed by the reverse transcription kit 
and reverse transcribed into cDNA. Quantita- 
tive RT-PCR was then performed using TaqMan 
Universal PCR Master Mix (434437) was then 
used in an ABI PRISM 7700 Thermocycler 
(Applied Biosystems) to conduct quantitative 
RT-PCR (Table 1). The reaction conditions were 
95°C for 3 min, followed by 40 cycles of 95°C 
for 20 s, 59°C for 30 s, and 70°C for 30 s. The 
relative expression of the target gene was cal-
culated using ΔΔCt method using U6 as the 
internal reference. We repeated the experiment 
three times and obtained average values.

Cell culture and flow sorting

High-glucose DMEM containing 10% FBS and 
double antibodies was cultured in the cell incu-
bator at 5% CO2, 37°C, and 95% humidity. After 
staining with CD44, Fluorescent antibody-
stained cells were flow-sorted using a FACS  
Aria II (Becton Dickinson) flow cytometer.

Cell transfection

After being prepared as a single-cell suspen-
sion, the cells were inoculated into a six-well 
plate and cultured until approximately half of 
the fusion degree of the cells, and the medium 
was changed to Opti-MEM serum-free medium. 

Table 1. Primer sequence
Forward primer Reverse primer

MTOR 5’-AGAGGAGGAAGCAAGTGTAAGG-3’ 5’-CGCGGTTCTCAGACTTCTTCT-3’
U6 5’-CTCGCTTCGGCAGCACA-3’ 5’-AACGCTTCACGAATTTGCGT-3’
GAPDH 5’-TGTGTCCGTCGTGGATCTGA-3’ 5’-CCTGCTTCACCACCTTCTTGA-3’
Mir 203a 5’-ACACTCCAGCTGGGAAACCT-3’ 5’-CTCAACTGGTGTCGTGGA-3’
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Plasmid DNA was diluted, mixed with Opti-
MEM, and incubated at room temperature. 
Simultaneously, Opti-MEM was used to dilute 
Lipofectamine 2000 transfection reagent, 
mixed, and incubated at room temperature. 
After mixing, the transfection solution was 
added slowly to the cells. After 12 h, the culture 
medium was replaced with complete medium 
and routine culturing was continued in a cell 
incubator at 5% CO2, 37°C, and 95% humidity.

Cellular proliferative ability and cell drug resis-
tance detected by CCK-8 and EDU assay

Cells in the logarithmic phase after transfection 
were resuspended in complete culture medium 
after trypsin digestion. For different experimen-
tal groups, 96-well plates were inoculated with 
the prepared single-cell suspensions. A 100-
mL single-cell suspension was added to each 
well, the equivalent of 2000-3000 cells/mL/
well. In the experiment, there were five repli-
cate holes in each group. After 24 h of culture 
in a cell incubator, 10 µl of the CCK-8 chromo-
genic agent was added to each well, and the 
cells were incubated for an hour.

Absorbance was measured at 450 nm using an 
enzyme-labeling instrument. One trial was car-
ried out per day and the test was conducted for 
four consecutive days. We defined Day 1 as the 
first day when we began the CCK8 assay. EDU 
assay was conducted by using EDU assay Kit 
according to the manufacturer’s instructions.

Transwell assay to measure cell migration and 
invasion ability

Cells in the logarithmic phase after transfection 
were resuspended in DMEM containing 1% FBS 
after trypsin digestion and the cell density was 
adjusted to 5 × 105 cells/mL. A transwell cham-
ber was placed in a 24-well plate. Next, 100 mL 
of the single-cell suspension was added to the 
chamber, while 500 mL of complete medium 
was added to the lower 24-well plate. After 48 
h of culture, the compartment was removed 
and the culture medium discarded. After form-
aldehyde fixation, crystal violet staining, and 
rinsing with phosphate-buffered saline, the 
cells on the outer filter membrane of each 
chamber were observed under an inverted 
microscope. Five visual fields were randomly 
selected from each chamber and the cells 
counted.

For the transwell invasion test, the diluted 
Matrigel gel was added to the transwell cham-
ber, which was placed in a 24-well plate and 
incubated in a cell incubator for 4-6 h. The 
remaining experimental procedures were con-
sistent with those described above. Finally, an 
inverted microscope was used to observe and 
count the cells on the filter membrane of the 
chamber.

RNA-seq sequencing and database analysis

The TargetScan (http://www.targetscan.org/) 
and miRDB (http://www.mirdb.org/miRDB/) 
databases and RNA-seq were used to predict 
the downstream target genes of miR-203a. 
These results suggested that miR-203a targets 
mTOR.

Double-luciferase reporter gene detection

A wild-type and mutant mammalian target  
of rapamycin (mTOR) 3’ untranslated region 
(3’UTR) sequence was constructed, and the 
wild-type and mutant sequences were inserted 
into the pmir-Glo reporter vector. The miR-203a 
mimic (or miR-203a-NC) and reporter gene 
plasmid vectors were co-transfected into the 
gastric cancer stem cell. After 48 h of transfec-
tion, luciferase activity was calculated using a 
double-luciferase reporter system (Promega, 
Madison, WI, USA), and the relative luciferase 
activity was compared.

Statistical analysis

In this experiment, SPSS (version 24.0) was 
used to analyze the data. The data are 
expressed by mean ± standard deviation. The 
Student’s t-test was used for comparisons 
between two independent groups, and one- 
way analysis of variance (ANOVA) was used for 
comparisons between multiple groups. This 
was repeated thrice, and the average value was 
calculated. This difference was statistically sig-
nificant (P<0.05).

Results

MiR-203a expression is attenuated in GC 
tissues and related with clinicopathological 
characteristics and prognosis

Using quantitative RT-PCR, we examined the 
miR-203a expression levels in GC and non-can-



MiR-203a inhibits gastric stem cancer cells

11 Int J Clin Exp Med 2024;17(2):8-18

cerous adjacent tissues. Its expression in GC 
tissues was significantly lower than that in 
paracancerous tissues (Figure 1A, 1B). When 
we combined the PCR results with the patients’ 
clinical data, we found that miR-203a expres-
sion was correlated with tumor size, tumor 
node metastasis (TMN) stage, and tissue dif-
ferentiation degree (P<0.05) but not with age  
or sex (P>0.05) (Table 2). In addition, a survival 
analysis demonstrated that low miR-203a 
expression was associated with poor overall 
survival (Figure 1C). This suggests that miR-
203a may be related to malignancy and the 
malignant biological behavior of gastric cancer 
stem cells.

MiR-203a inhibited biological behaviors of 
gastric cancer stem cells

First, CD44+ MGC-803 cells were isolated by 
flow cytometric sorting and expanded (Figure 
2A). To explore the role of miR-203a in gastric 
cancer stem cell, we used the liposome trans-
fection technique to introduce miR-203a mim-
ics into human gastric cancer stem cell line 
CD44+ MGC-803, respectively, to establish an 
overexpressed miR-203a group and control cell 
lines. After successful transfection, we first 
detected the proliferative ability of cells in each 
group using the CCK-8 and EdU assays. Cell 
proliferation was significantly lower in the over-
expression versus control group (Figure 2B, 

Figure 1. MiR-203a was downregulated in gastric cancer and associated with patient prognosis. A. Expression of 
miR-203a in gastric cancer (GC) tissues (n = 95) versus non-cancer (NC) adjacent tissues (n = 95). B. The fold 
change of the ratio of miR-203a expression in GC tissues and adjacent tissues. C. Survival curve of patients with 
low versus high miR-203a expression levels. The comparisons were performed using t-test and pairwise t-tests (* 
means P<0.05, * means P<0.01, * means P<0.001).

Table 2. Clinical characteristics of patients

Clinicopathological feature
miR-203a

P value
High expression (n = 48) Low experssion (n = 47)

Gender
    Female 25 19
    Male 24 28 0.301
Age (years)
    ≤60 27 25
    >60 21 22 0.225
Pathological grading
    Poor 17 32
    Well 31 15 0.005
AJCC seventh clinical stage (TNM stage)
    I+II 20 29
    III+IV 28 18 0.018
Tumor size (cm)
    ≥5 22 31
    <5 26 16 0.010
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Figure 2. MiR-203a overexpression inhibited gastric stem cancer cell proliferation, migration, invasion and cell drug 
resistance. A. CD44+ MGC-803 cells were isolated by flow cytometric sorting. B. Growth curves of gastric cancer 
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2C). We then tested the cellular migration and 
invasion ability using transwell cell migration 
and invasion experiments to count the number 
of transmembrane cells under a microscope. 
We found that the cellular migration and inva-
sion abilities in the overexpression group were 
significantly lower than those in the control 
group (Figure 2D). Next, we tested the resis-
tance of cells to different chemotherapy drugs. 
The result showed that the cellular drug resis-
tance in the overexpression group were signifi-
cantly lower than those in the control group 
(Figure 2E). These results suggested that miR-
203a inhibits the biological behavior of gastric 
cancer stem cells.

Silencing miR-203a promoted biological be-
haviors of gastric cancer stem cells

To further investigate the role of miR-203a in 
gastric cancer stem cells, we used liposome 
transfection to transfer siRNAs constructed in 
vitro to silence miR-203a expression in CD44+ 
MGC-803 cells, thereby establishing cell lines 
with low miR-203a expression. The results 
showed that the low expression group had a 
significantly higher proliferation ability than the 
control group (Figure 3A, 3B). We also found 
that cells in the low expression group were sig-
nificantly more able to migrate, invade and had 
better cellular drug resistance than cells in the 
control group (Figure 3C-E). These results sug-
gested that silencing miR-203a promoted the 
biological behaviors of gastric cancer stem 
cells.

MiR-203a binds directly to mTOR in cells to 
exert biological effects

To explore the potential molecular mechanism 
underlying the role of miR-203a in cells and 
identify its possible downstream target genes, 
we first performed RNA-seq of gastric cancer 
stem cells overexpressing miR-203a and con-
trol cells. We then analyzed the mRNA with dif-
ferential expression levels between the two 
types of cells (Figure 4C), which revealed that 
mTOR was the target gene. Therefore, to further 
verify our findings, we used a double-luciferase 

reporter gene experiment to construct wild-
type and mutant mTOR 3’UTR sequences inter-
acting with miR-203a, then clone formed them 
into a luciferase reporter vector and co-trans-
fected them with miR-203a mimics and unre-
lated control sequences into gastric cancer 
stem cells. The double-luciferase reporter sys-
tem was used to detect and analyze the binding 
of miR-203a and mTOR 3’UTR. We found that 
the luciferase activity decreased significantly 
after the co-transfection of the miR-203 mimic 
and reporter gene vector with wild-type mTOR 
3’UTR sequence, while miR-203 had no effect 
on luciferase activity of the reporter gene vec-
tor with mutant mTOR 3’UTR sequence (Figure 
4A, 4B). These results suggest a direct interac-
tion between miR-203 and mTOR in gastric can-
cer stem cells.

Upregulation of mTOR can restore tumor inhi-
bition caused by high miR-203a expression

We further explored whether miR-203a could 
regulate the malignant behavior of gastric can-
cer stem cells by targeting mTOR. We examined 
the proliferation, migration, invasion and cell 
drug resistance of gastric cancer stem cells 
stably overexpressing miR-203a after mTOR 
upregulation. We found that mTOR upregulation 
restored the inhibitory effects of miR-203a on 
cell proliferation (Figure 5A, 5B), migration, and 
invasion (Figure 5C, 5D) and cell drug resis-
tance (Figure 5E). These results suggest that 
miR-203a inhibits the physiological activity of 
gastric cancer stem cells by acting on mTOR.

Discussion

The number of new cases of GC in China 
accounts for more than 40% of the global total 
annually [22-24]. Surgical resection is the pri-
mary treatment for GC; however, the survival 
rate is less than 30% [25]. Because the early 
diagnosis rate of GC is low, most patients are 
diagnosed with stage II or III disease [8]. 
Therefore, it is necessary to identify new molec-
ular targets to inhibit GC occurrence and 
progression.

stem cells measured by Cell Counting Kit-8 assays transfected with miRNA-203a mimics. C. The ability of cell prolif-
eration was tested by EDU transfected with miRNA-203a mimics. D. The ability of cell migration and invasion after 
transfection with miRNA-203a mimics examined by transwell. E. The ability of drug resistance of cells transfected 
with miRNA-203a mimics examined by CCK8. The comparisons were performed using t-test and pairwise t-tests (* 
means P<0.05, * means P<0.01, * means P<0.001; the scar bar: 50 μm).
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MiR-203a is a short-stranded non-coding RNA 
located on human chromosome 14q32.33 [13, 
14]. A preliminary understanding of its function 
was provided by a study reporting that the 
absence of miR-203a can influence epidermal 
formation during skin development [25-27]. 
Most studies of miR-203a to date focused on 
its biological significance as a tumor suppres-
sor. Moreover, miR-203a plays a critical role in 
the development and occurrence of many 

tumor types. Miao et al. [20] reported that miR-
203a inhibits the migration and invasion of 
pancreatic cancer cells by targeting caveolin-1. 
Pal et al. [28] reported that miR-203a inhibits 
human glioma by negatively regulating GAS41 
expression. Zhao et al. [19] showed that miR-
203a plays an antitumor role in and is expected 
to become an early diagnostic marker of laryn-
geal carcinoma. However, there are few reports 
on the relationship between miR-203a and GC.

Figure 3. MiR-203a knockdown promoted proliferation, migration, and invasion of gastric stem cancer cells trans-
fected with miRNA-203a siRNA. A. Cell proliferation measured by CCK8 transfected with miRNA-203a siRNA. B. The 
ability of cell proliferation was tested by EDU transfected with miRNA-203a siRNA. C, D. The ability of cell migration 
and invasion of cells transfected with miRNA-203a siRNA examined by transwell. E. The ability of drug resistance 
of cells transfected with miRNA-203a siRNA examined by CCK8. The comparisons were performed using t-test and 
pairwise t-tests (* means P<0.05, * means P<0.01, * means P<0.001; the scar bar: 50 μm).
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Given the low diagnostic and high mortality 
rates of GC, it is necessary to explore the role of 
miR-203a. Here we detected the expression 
level of miR-203a in selected GC tissues and 
their paracancerous tissues using RT-PCR and 
analyzed the correlation between the results 
and the patients’ clinical data. In GC, miR- 
203a expression is low and related to tumor 
size, TNM stage, and tissue differentiation. 
Therefore, we determined that miR-203a 
expression may be related to the high malig-
nancy of GC and the malignant biological 
behavior of gastric cancer stem cells. Therefore, 
we established a miR-203a overexpressing  
cell line and a control cell line using a liposome 
transfection technique. CCK-8 and transwell 
assays were used to analyze cell proliferation, 
migration, invasion and cell drug resistance. 
These results demonstrated that miR-203a 
overexpression inhibited gastric cancer stem 
cell proliferation, migration, invasion and cellu-
lar drug resistance. To further investigate its 
effect, we silenced miR-203a expression in 
cells using siRNA; the results were similar to 
those in the overexpression group. After miR-
203a silencing, cell proliferation, migration, 
invasion and cell drug resistance improved. 
Accordingly, we conclude that miR-203a is 

mTOR upregulation in gastric cancer stem cells 
overexpressing miR-203a, we performed a 
series of rescue experiments and found that 
the inhibition of proliferation, migration, inva-
sion, and cellular drug resistance of gastric 
cancer stem cell induced by miR-203a overex-
pression was eliminated after mTOR upregula-
tion. This indicates that miR-203a directly 
inhibits gastric cancer stem cell proliferation, 
migration, and invasion and drug resistance via 
mTOR.

In summary, here we found that miR-203a 
inhibits the malignant behavior of gastric can-
cer stem cells. As a tumor suppressor in GC, 
miR-203a is often downregulated and associ-
ated with tumor size, TNM stage, and tissue dif-
ferentiation. The overexpression of miR-203a 
in gastric cancer stem cells negatively regulat-
ed cell proliferation, migration, invasion and 
drug resistance by directly acting on mTOR. 
Follow-up in vivo experiments are needed to 
study the mechanism of action of miR-203a in 
gastric cancer stem cells, which can provide 
new ideas for its clinical diagnosis, treatment, 
and prognosis to improve the 5-year survival 
rate. However, we have not yet developed ther-
apeutic approaches specifically targeting miR-

Figure 4. MTOR was the target gene of miR-203. A. TargetScan and miRDB 
databases indicated that mammalian target of rapamycin (mTOR) might be 
the target of miR203a. B, C. The luciferase activity decreased significantly 
after the co-transfection of miR-203a mimic with wild-type mTOR 3’ untrans-
lated region (3’UTR) sequence, whereas no difference was seen in lucifer-
ase activity after the co-transfection of the miR-203a mimic with the mutant 
mTOR 3’UTR sequence. The comparisons were performed using t-test and 
pairwise t-tests (* means P<0.05, * means P<0.01; the scar bar: 50 μm).

expressed at low levels in GC 
and can regulate gastric can-
cer stem cell proliferation, 
migration, invasion and cellu-
lar drug resistance.

MTOR exists as two kinds  
of complexes: mTORC1 and 
mTORC2. The former con- 
tains the regulation-related 
protein mTOR, while the latter 
contains rapamycin-insensi-
tive mTOR chaperone qZ [29]. 
To identify the downstream 
target genes of miR-203a, we 
identified the possible target 
gene mTOR using RNA-seq 
and database website predic-
tion analyses. To verify the 
direct interaction between 
miR-203a and mTOR in the 
cells, we used a double-lucif-
erase reporter assay. Our 
results indicate a direct inter-
action between miR-203a and 
mTOR in gastric cancer stem 
cells. To explore the effect of 
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203a. This will be the focus of our future 
research efforts.

Acknowledgements

This work was supported by the Natural  
Science Foundation of Guangxi Province 
(2019GXNSFAA245078), the Natural Science 

Foundation of Guangxi Province (2020GXNS- 
FAA159033), and Guangxi Science and Tech- 
nology Base and Talent Project (GuikeAD20- 
238051).

Disclosure of conflict of interest

None.

Figure 5. Upregulation of mTOR restored tumor inhibition caused by high miR-203a expression. A. Cell proliferation 
after transfection with pcDNA-3.1 mTOR measured by CCK8. B. The ability of cell proliferation after transfection with 
pcDNA-3.1 mTOR tested by EDU. C, D. The ability of cell migration and invasion after transfection with pcDNA-3.1 
mTOR examined by transwell. E. The ability of drug resistance of cells transfected with pcDNA-3.1 mTOR examined 
by CCK8. The comparisons were performed using t-test and pairwise t-tests (* means P<0.05, * means P<0.01, * 
means P<0.001; the scar bar: 50 μm).



MiR-203a inhibits gastric stem cancer cells

17 Int J Clin Exp Med 2024;17(2):8-18

Address correspondence to: Guangyu Pan, School 
of Intelligent Medicine and Biotechnology, Guilin 
Medical University, Guilin 541100, Guangxi, China. 
Tel: +86-15172665911; E-mail: Liu064741@163.
com

References

[1] Rood JE and Regev A. The legacy of the Human 
Genome Project. Science 2021; 373: 1442-
1443.

[2] Bray F, Ferlay J, Soerjomataram I, Siegel RL, 
Torre LA and Jemal A. Global cancer statistics 
2018: GLOBOCAN estimates of incidence and 
mortality worldwide for 36 cancers in 185 
countries. CA Cancer J Clin 2018; 68: 394-
424.

[3] Correia de Sousa M, Gjorgjieva M, Dolicka D, 
Sobolewski C and Foti M. Deciphering miRNAs’ 
action through miRNA editing. Int J Mol Sci 
2019; 20: 6249.

[4] Siegel RL, Miller KD and Jemal A. Cancer sta-
tistics, 2019. CA Cancer J Clin 2019; 69: 7-34.

[5] Guise TA and Wysolmerski JJ. Cancer-associat-
ed hypercalcemia. N Engl J Med 2022; 386: 
1443-51.

[6] Riquelme I, Saavedra K, Espinoza JA, Weber H, 
García P, Nervi B, Garrido M, Corvalán AH, Roa 
JC and Bizama C. Molecular classification of 
gastric cancer: towards a pathway-driven tar-
geted therapy. Oncotarget 2015; 6: 24750-79.

[7] Zheng L, Wang L, Ajani J and Xie K. Molecular 
basis of gastric cancer development and pro-
gression. Gastric Cancer 2004; 7: 61-77.

[8] Qiu MZ, Wang ZQ, Zhang DS, Liu Q, Luo HY, 
Zhou ZW, Li YH, Jiang WQ and Xu RH. Compari-
son of 6th and 7th AJCC TNM staging classifi-
cation for carcinoma of the stomach in China. 
Ann Surg Oncol 2011; 18: 1869-76.

[9] Cui HB, Ge HE, Bai XY, Zhang W, Zhang YY, 
Wang J, Li X, Xing LP, Guo SH and Wang ZY. Ef-
fect of neoadjuvant chemotherapy combined 
with hyperthermic intraperitoneal perfusion 
chemotherapy on advanced gastric cancer. 
Exp Ther Med 2014; 7: 1083-8.

[10] Japanese Gastric Cancer Association. Japa-
nese classification of gastric carcinoma-2nd 
English edition. Gastric Cancer 1998; 1: 10-
24.

[11] Li MZ, Wu WH, Li L, Zhou XF, Zhu HL, Li JF and 
He YL. Is ERAS effective and safe in laparo-
scopic gastrectomy for gastric carcinoma? A 
meta-analysis. World J Surg Oncol 2018; 16: 
17.

[12] Park JB, Lee JS, Lee MS, Cha EY, Kim S and Sul 
JY. Corosolic acid reduces 5-FU chemoresis-
tance in human gastric cancer cells by activat-
ing AMPK. Mol Med Rep 2018; 18: 2880-8.

[13] An N and Zheng B. MiR-203a-3p inhibits pan-
creatic cancer cell proliferation, EMT, and 
apoptosis by regulating SLUG. Technol Cancer 
Res Treat 2020; 19: 1533033819898729.

[14] Jiang Q, Zhou Y, Yang H, Li L, Deng X, Cheng  
C, Xie Y, Luo X, Fang W and Liu Z. A directly 
negative interaction of miR-203 and ZEB2 
modulates tumor stemness and chemothera-
py resistance in nasopharyngeal carcinoma. 
Oncotarget 2016; 7: 67288-67301.

[15] Sonkoly E, Lovén J, Xu N, Meisgen F, Wei T, Bro-
din P, Jaks V, Kasper M, Shimokawa T, Harada 
M, Heilborn J, Hedblad MA, Hippe A, Grandér 
D, Homey B, Zaphiropoulos PG, Arsenian-Hen-
riksson M, Ståhle M and Pivarcsi A. MicroR-
NA-203 functions as a tumor suppressor in 
basal cell carcinoma. Oncogenesis 2012; 1: 
e3.

[16] Asadi M, Shanehbandi D, Zafari V, Khaze V, 
Somi MH and Hashemzadeh S. Transcript level 
of microRNA processing elements in gastric 
cancer. J Gastrointest Cancer 2019; 50: 855-
859.

[17] Wang K and Zhang ZW. Expression of miR-203 
is decreased and associated with the progno-
sis of melanoma patients. Int J Clin Exp Pathol 
2015; 8: 13249-54.

[18] Craig KKL, Wood GA, Keller SM, Mutsaers AJ 
and Wood RD. MicroRNA profiling in canine 
multicentric lymphoma. PLoS One 2019; 14: 
e0226357.

[19] Zhao N, Liu H, Zhang A and Wang M. Expres-
sion levels and clinical significance of miR-203 
and miR-133b in laryngeal carcinoma. Oncol 
Lett 2020; 20: 213.

[20] Miao L, Xiong X, Lin Y, Cheng Y, Lu J, Zhang J 
and Cheng N. miR-203 inhibits tumor cell mi-
gration and invasion via caveolin-1 in pancre-
atic cancer cells. Oncol Lett 2014; 7: 658-62.

[21] Kitamura C, Sonoda H, Nozawa H, Kano K, 
Emoto S, Murono K, Kaneko M, Hiyoshi M, Sa-
saki K, Nishikawa T, Shuno Y, Tanaka T, Hata K, 
Kawai K, Aoki J and Ishihara S. The component 
changes of lysophospholipid mediators in 
colorectal cancer. Tumour Biol 2019; 41: 
1010428319848616.

[22] Compare D, Rocco A and Nardone G. Risk fac-
tors in gastric cancer. Eur Rev Med Pharmacol 
Sci 2010; 14: 302-8.

[23] Yang L. Incidence and mortality of gastric can-
cer in China. World J Gastroenterol 2006; 12: 
17-20.

[24] Miller KD, Siegel RL, Lin CC, Mariotto AB, 
Kramer JL, Rowland JH, Stein KD, Alteri R and 
Jemal A. Cancer treatment and survivorship 
statistics, 2016. CA Cancer J Clin 2016; 66: 
271-89.

[25] Zhang S, Li J, Li J, Yang Y, Kang X, Li Y, Wu X, 
Zhu Q, Zhou Y and Hu Y. Up-regulation of mi-

mailto:Liu064741@163.com
mailto:Liu064741@163.com


MiR-203a inhibits gastric stem cancer cells

18 Int J Clin Exp Med 2024;17(2):8-18

croRNA-203 in influenza A virus infection inhib-
its viral replication by targeting DR1. Sci Rep 
2018; 8: 6797.

[26] Yi R, Poy MN, Stoffel M and Fuchs E. A skin 
microRNA promotes differentiation by repress-
ing ‘stemness’. Nature 2008; 452: 225-9.

[27] Jackson SJ, Zhang Z, Feng D, Flagg M, 
O’Loughlin E, Wang D, Stokes N, Fuchs E and 
Yi R. Rapid and widespread suppression of 
self-renewal by microRNA-203 during epider-
mal differentiation. Development 2013; 140: 
1882-91.

[28] Pal D, Mukhopadhyay D, Ramaiah MJ, Sarma 
P, Bhadra U and Bhadra MP. Regulation of cell 
proliferation and migration by miR-203 via 
GAS41/miR-10b axis in human glioblastoma 
cells. PLoS One 2016; 11: e0159092.

[29] Iwaya T, Yokobori T, Nishida N, Kogo R, Sudo T, 
Tanaka F, Shibata K, Sawada G, Takahashi Y, 
Ishibashi M, Wakabayashi G, Mori M and Mi-
mori K. Downregulation of miR-144 is associ-
ated with colorectal cancer progression via 
activation of mTOR signaling pathway. Carcino-
genesis 2012; 33: 2391-7.


