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Abstract: Cancer/testis (CT) antigens are normally expressed in testis and overexpressed in various tumor types. 
However, their biological function is largely unknown. OY-TES-1, one of cancer/testis (CT) antigens, is reported 
overexpression in hepatocellular carcinoma (HCC). And we assumed that OY-TES-1 contribute to oncogenesis and 
progression of HCC. In this study, we knocked down OY-TES-1 by small interference RNA (siRNA) in HCC cell lines 
(HepG2 and BEL-7404) to verify this assumption and evaluate its potential as therapeutic targets for HCC. We 
showed that down regulation of OY-TES-1 decreased cell growth, induced the G0/G1 arrest and apoptosis, and pre-
vented migration and invasion in the two HCC cell lines. Further analysis revealed that down regulation of OY-TES-1 
increased expression of apoptosis-regulated protein caspase-3, and decreased expression of cell cycle-regulated 
protein cyclin E, migration/invasion-regulated proteins MMP2 and MMP9. These findings may shed light on the gene 
therapy about the OY-TES-1 expression in HCC cells.
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Introduction

Hepatocellular carcinoma (HCC) is the second 
leading cause of cancer mortality in China, and 
the third worldwide [1, 2]. Even combination 
therapy including surgical procedures and che-
motherapy is ineffectual in HCC, as demon-
strated by low response rates and no signifi-
cant survival advantage. Currently, rapid 
growth, high invasion and metastasis are still 
the main causes of HCC mortality. However, the 
mechanism underlying the tumorigenesis and 
highly aggressive metastasis of HCC remain 
unclear.

Cancer/testis (CT) antigens, a heterogeneous 
group of more than 70 families with at least 
200 antigens, have been identified so far 
(http://ctadatabase.com). CT antigens hold a 
unique expression pattern being expressed in 
human tumors of different histological origin, 

but not in normal tissues except for germ cells 
of testis [3-5]. This tumor-restricted pattern of 
expression, together with their strong in vivo 
immunogenicity, served CT antigens as ideal 
targets for tumor-specific immunotherapy. 
Nowadays several clinical studies of CT anti-
gens based vaccine therapy have been devel-
oped [6, 7]. Surprisingly, although the CT anti-
gens have been identified already 20 years ago, 
almost nothing is known about their biological 
function in CT antigen-positive tumor cells [8]. 

OY-TES-1, also known as acrosin binding protein 
(ACRBP), is one of CT antigens [9-11]. The gene 
of OY-TES-1 located on chromosome 12p12-13 
and encoded a protein with the C-terminal 
homologous to the sperm protein 32 (sp32) 
[12]. Therefore, OY-TES-1 was initially identified 
as the human homologue of proacrosin binding 
protein precursor. Sp32 was found in the sperm 
head and considered as a binding protein to 
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proacrosin for packaging and condensation of 
the acrosin zymogen in the acrosomal matrix, 
involving in spermatogenesis and sperm capac-
itation [10, 12]. It is also reported that OY-TES-1, 
expresses in mouse spermatogenic cells and 
epididymal sperm, present two functional for- 
ms produced by pre-mRNA alternative splicing 
and may play different role in spermiogenesis 
and fertilization [13]. In tumors, OY-TES-1 mRNA 
was detected in various tumors including live 
cancers with 40% positive rate, but only trace 
amount of OY-TES-1 mRNA was detected in 
some of normal tissues except for testis [10, 
11]. It was a report that high ACRBP expression 
is significantly correlated with reduced survival 
time and faster relapse among ovarian cancer 
patients [14]. Recently, we also found that 
OY-TES-1 protein expression was correlated 
with tumor invasion stage as well as histologi-
cal grade in colon cancer [15]. Moreover, we 
have demonstrated that OY-TES-1 was 
expressed in marrow-derived mesenchymal 
stem cells, and interestingly, its down-regula-
tion by small interfering RNA (siRNA) resulted in 
a series of changes, such as inhibiting cell 
growth, inducing apoptosis, arresting cell cycle 
and attenuating migration [16]. Therefore, 
implication from these results is that OY-TES-1 
might somehow support tumor cells malignan-
cy or aggressiveness. 

In order to assess the functional properties of 
OY-TES-1, we investigated the effects of 
OY-TES-1 down-regulation by siRNA in HCC cell 
lines and evaluated its potential as therapeutic 
targets for HCC.

Materials and methods

Cell lines

Human HCC cell lines Bel-7404, HepG2, QGY-
7703, QGY-7701, BEL-7402 and SMMC-7721 
were purchased from the Type Culture 
Collection of Chinese Academy of Science 
(Shanghai, China) and cultured in DMEM sup-
plemented with 10% fetal bovine serum (FBS, 
Gibco). 

siRNA transient transfection

siRNA transient transfection and siRNA 
sequence targeting OY-TES-1 were performed 
as described previously [16]. Briefly, Bel-7404 
and HepG2 cells were cultured in the 24-well 
plate. When the cell confluence reached around 

50%, siRNA transfection was performed with 
the ratio of siRNA to transfection reagent (1 μg: 
5 μL). Both scrambled siRNA and FAM-labeled 
scrambled siRNA (for transfection efficiency 
test) were also used in parallel. The cells were 
harvested at 24 h, 48 h and 72 h post-transfec-
tion, respectively. The group that cells were 
transfected into OY-TES-1-specific siRNA abbre-
viated as OY siRNA. The controls were set up as 
following: first group cells (MOCK1) were only 
cultured in ordinary culture medium, and sec-
ond group cells (MOCK2) were treated with 
transfection reagent only, while third group 
cells (Ctrl siRNA) were transfected into a scram-
bled siRNA. 

Semi-quantitative reverse transcription poly-
merase chain reaction (RT-PCR) 

Total RNA was isolated from cells using Trizol 
(Invitrogen, USA) according to the manufac-
ture’s recommendation. Two μg of total RNA 
was reverse transcribed using RevertAid™ First 
Strand cDNA Synthesis Kit (Fermentas, Can- 
ada). Obtained cDNA was tested for integrity by 
amplification of p53 transcripts. The expres-
sion level of OY-TES-1 was normalized to p53 
[17]. The sequences of OY-TES-1-specific primer 
and PCR condition were referenced [15]. 

Immunocytochemistry (ICC)

Immunostaining with polyclonal anti-human 
OY-TES-1 antibody produced by our laboratory 
was performed as previously described [12]. 
Cells were cultured in the cover slide and fixed 
with 4% paraformaldehyde for 15 min. Then 
cells were permeabilized with 0.1% Triton X-100 
in PBS for 30 min. After raising, 3% H2O2 was 
applied on the cells for inactivation of endoge-
nous peroxidase. Then cells were incubated 
with 1:200 dilution of anti-OY-TES-1 antibody 
overnight at 4°C. Astreptavidin-biotin horserad-
ish peroxidase (HRP) based 3, 3’-diaminobenzi-
dine (DAB) kit (Maixin, China) was used for 
detection of immunoreactivity. All slides were 
lightly counterstained with hematoxylin. Nega- 
tive controls were performed by using preim-
mune serum of rabbit.

Western blot

Western blotting was performed as described 
before [18]. The polyclonal primary antibodies 
were as followed: OY-TES-1 antibody as above 
mentioned, anti-human MMP2 and MMP9 anti-
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bodies (1:1000 dilution, Cell Signaling 
Technology, USA), anti-human cyclin E antibody, 
(1:800 dilution, Proteintech Group, USA), and 
anti-human cyclin D1 antibody (1:1000 dilu-
tion), anti-human caspase-3 antibody (1:500 
dilution) and glyceraldehyde-3-phosphate dehy-
drogenase (GAPDH, 1:1000 dilution) purchased 
from Beyotime, China. The goat anti-Rabbit IgG 
conjugated with HRP (1:1000 dilution, 
Changdao, China) and donkey anti-Rabbit IgG 
conjugated with HRP (1:5000 dilution, Jackson 
Immuno Research, USA) were used as second-
ary antibodies. The levels of target proteins 
were normalized to GAPDH.

Cell viability assay

The Cell viability assay was performed as 
reported previously [16].

Cell cycle and apoptosis assays

The Cell viability assay were performed as 
reported previously [16].

Invasion assay

Invasion assay was carried out using 24-well 
transwell chambers (Corning, USA), which were 

Figure 1. The mRNA expression of OY-TES-1 in six different cell lines has no significant difference, the protein ex-
pression of OY-TES-1 in BEL-7404 and HepG2 has no significant difference. A. RT-PCR analysis of OY-TES-1 mRNA 
expression in six different cell lines of HCC. B. Immunocytochemical staining of OY-TES-1 protein. OY-TES-1 protein 
(left). Preimmune serum of rabbit as negative control (right).  C. Western blot analysis of OY-TES-1 expression. The 
OY-TES-1 expression level was presented as the ratio  to p53 in mRNA  and GAPDH in protein, respectively. Marker 
(M); PCR without template (Negative control); PCR with testis cDNA (positive control). Bar: 10 μm. The columns show 
the mean for three separate experiments; bars, sd.
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precoated with Matrigel (BD, USA). Cells (1×105/
well) were seeded in the upper chamber, while 
the lower chamber was filled with 600 μl medi-
um containing 10% FBS. After 24 h of incuba-
tion, cells on the upper surface of filter were 
wiped off by gently scrubbing with a cotton 
swab. Cells invaded to the lower surface of the 
filter were stained with crystal violet and then 
counted in 5 random different fields under 
microscope. 

Migration assay 

Ability of cell migration was tested by transwell 
and wound healing assay, respectively. The pro-
cedure of transwell assay was as above 
described instead of using uncoated filter. For 
wound healing assay, cells were plated into a 

All statistical analyses were performed using 
the SPSS16.0 software (SPSS, USA). The data 
were obtained from three independent experi-
ments and presented as the means ± standard 
deviation of the mean (mean ± SD). The statisti-
cal significance of differences was determined 
by one-way analysis of the variance (ANOVA) 
and a value of P < 0.05 was considered statisti-
cally significant.

Results

OY-TES-1 was expressed in liver cancer cell 
lines and suppressed by OY siRNA 

As a prerequisite for functional analysis of 
OY-TES-1 in HCC, we firstly investigated the 
mRNA expression of OY-TES-1 in six different 

Figure 2. The inhibitory rate of OY-TES-1 expression at 48 h and 72 h was higher 
than that at 24 h after transfection. The expression level was presented as the 
ratio of OY-TES-1 to p53 in mRNA and GAPDH in protein, respectively. Marker 
(M); PCR without template (Negative control); PCR with testis cDNA (positive 
control); cells without transfection (MOCK 1); cells transfected with OY siRNA 
targeting OY-TES-1 after 24 hours (24 h); cells transfected with OY siRNA target-
ing OY-TES-1 after 48 hours (48 h); cells transfected with OY siRNA targeting 
OY-TES-1 after 72 hours (72 h). The columns show the mean for three separate 
experiments; bars, sd. **P < 0.01.

24-well plate at 2×105 
cells/well. After reaching 
confluence, cells were ca- 
refully wounded by a sterile 
pipette, and the detached 
cells were removed. The 
plate was continuously  
cultured in DMEM without 
FBS. Serial photographs 
were taken by an inverted 
microscope in the same 
field at 0 h, 12 h and 24 h, 
respectively. The wound 
width (μm) was measured 
using Image pro-plus 6.0 
software. The wound clo-
sure rate = wound width (at 
0 h)-wound width (at 12 h 
or 24 h)/wound width (0 h) 
×100%. 

Adhesion assay

96-well plates were pre-
coated with Matrigel (BD, 
USA). Cells were seeded at 
a density of 4×103/well 
and then incubated for 60 
min, 90 min and 120 min, 
respectively. Three duplic- 
ate wells were set up for 
each group. After washing 
non-adherent cells, remain-
ing cells on the plate were 
counted under a micros- 
cope in five randomly-cho-
sen fields.

Statistical analysis
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cell lines of liver cancer. 
Since OY-TES-1 was pres-
ent with no significant dif-
ference in all liver cancer 
cell lines available to us 
(Figure 1A), we could not 
perform the functional an- 
alysis of OY-TES-1 gene by 
transfecting it into OY-TES-1 
negative liver cancer cell 
lines. Therefore, we decid-
ed to select two cell lines 
(BEL-7404 and HepG-2) to 
perform knock-down exp- 
eriments using interfering 
RNA (Figure 1C). We dete- 
cted that OY-TES-1 protein 
was located at the cyto-
plasm of the both two kinds 
of HCC cell lines by ICC 
(Figure 1B).

To begin of the exploration, 
the efficiency of siRNA for 
down-regulation of OY-TES- 
1 was tested. The results 
showed that OY siRNA can 
more effectively suppress- 
ed OY-TES-1 mRNA expres-
sion at 48 h and 72 h than 
at 24 h after transfection 
(P < 0.01) (Figure 2). Th- 
erefore, 48 h cells after 
transfection were harvest-
ed for later experiments. 
After optimization of siRNA 
transfection condition, the 
OY-TES-1 expression in 
both mRNA and protein 
level was further tested by 
RT-PCR and Western blot. 
The result demonstrated 
that OY-TES-1 mRNA (Figu- 
re 3A) and protein (Figure 
3B) was down-regulated in 
both Bel-7404 and HepG2 
compared to the controls 
(P < 0.01).

OY-TES-1 knockdown inhib-
ited cell proliferation and 
cell cycle

CCK8 assay was per-
formed to investigate the 
cell growth. Although cell 

Figure 3. OY-TES-1 expression level was significantly reduced by transfection 
with OY siRNA targeting OY-TES-1. A. RT-PCR analysis of OY-TES-1 mRNA expres-
sion in cells treated after 48 h. B. Western blot analysis of OY-TES-1 expression 
in cells treated after 48 h. The expression level was presented as the ratio of 
OY-TES-1 to p53 and GAPDH respectively in mRNA and protein level. Marker 
(M); PCR without template (Negative control); PCR with testis cDNA (positive 
control); cells without transfection (MOCK 1); cells treated with transfection re-
agent only (MOCK2), cells transfected into scrambled siRNA (ctrl siRNA), cells 
transfected into OY-TES-1-specific siRNA (OY siRNA). The columns show the 
mean for three separate experiments; bars, sd. **P < 0.01.
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growth was not affected after OY siRNA treat-
ment for 24 hours, the cell viability was signifi-
cantly reduced at the time points of 48 h, 72 h 
and 96 h compared to the controls (Figure 4A).

To determine whether the growth-inhibitory 
effects of OY-TES-1 could result from changes 
in the cell cycle, flow cytometry was used to 
analyze the cell cycle. The result showed that 
suppression of OY-TES-1 caused a significant 
decrease in S phase in both cell lines, along 

with a concomitant accumulation of cells in G0/
G1 phase as compared to the controls (P < 
0.01). No significant difference was observed 
in the proportion of cells proportion in the G2/M 
phase (Figure 4B); thereby, the cell cycle was 
blocked in the G0/G1 phase. 

As the results described above, we then detect-
ed the expression of cyclin E and cyclin D1, 
respectively. As shown in Figure 4C, the expres-
sion of cycin E was significantly reduced in par-

Figure 4. OY-TES-1 knockdown inhibited the proliferation and cell cycle by down-regulating cylin E. A. CCK8 assay of 
cell viability. The viability of OY siRNA group cells was significantly reduced compared to control since 48 h. B. Flow 
cytometric analysis of cell cycle and the percentage of different phase. C. Western blot analysis of cyclin D1 and 
cyclin E levels. The columns show the mean for three separate experiments; bars, sd. **P < 0.01.
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allel to the down-regulation of OY-TES-1, where-
as cyclin D1 did not show any significance 
change in both of cells treated with OY siRNA. 

OY-TES-1 knockdown enhanced apoptosis

As OY-TES-1 knockdown resulted in cell growth 
delay and cell cycle arrest, we further used flow 
cytometric analysis to detect apoptosis with 
AnnexinV-FITC/PI double staining. The result 
revealed that AnnexinV-FITC positive cells 
increased remarkably after OY-TES-1 knock-
down (Figure 5A). Then, caspase-3, a protein 
related to apoptosis, was also examined. 
Up-regulation of caspase-3 expression was 
demonstrated in cells transfected with OY 
siRNA but not in controls (P < 0.01) (Figure 5B).

OY-TES-1 knockdown inhibited cell migration 
and invasion

In the wound healing assay and Transwell assay 
performed, suppression of OY-TES-1 resulted 
that wound healing capacity of cells was 
decreased and fewer cells migrated into the 
lower chamber in the Transwell assay (Figure 

6A). These findings indicated that down-regula-
tion of OY-TES-1 inhibited migration capability 
of tumor cells.

Then, cell invasion was examined by Matrigel 
invasion assay and the results showed that the 
down-regulation of OY-TES-1 significantly sup-
pressed cell invasion (Figure 6B). As MMPs 
play critical roles in the extracellular matrix 
degradation and are considered closely relate 
to tumor cells invasion, we detected the expres-
sion of MMP2 and MMP9 by Western blot. The 
results demonstrated that down-regulation of 
OY-TES-1 was accompany with decrease of 
MMP2 as well as MMP9 (Figure 6C).

OY-TES-1 knockdown did not affect cell adhe-
sion

We finally determined whether OY-TES-1 might 
play a role in cell adhesion. There was no differ-
ence observed in any groups after 60 min, 90 
min and 120 min of incubation (P > 0.05) (data 
not shown). This result indicated that treatment 
of cells with OY siRNA did not affect cell 
adhesion.

Figure 5. OY-TES-1 knockdown enhanced the cell apoptosis by up-regulating caspase-3. A. Flow cytometric analysis 
of cell apoptosis and the percentage of early apoptosis cells. B. Western blot analysis of caspase-3 levels. The col-
umns show the mean for three separate experiments; bars, sd. **P < 0.01.
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Discussion

In this study we performed the analysis of 
OY-TES-1 function in HCC. OY-TES-1, as one of 
CT antigens, was expressed in a wide range of 
tumor types including liver carcinoma, but 
restrictively expressed in normal tissues other 
than testis [10, 11]. Activation of OY-TES-1 sug-
gests that its specific expression may contrib-
ute to the development and progression of 
malignances including HCC. Therefore, we 
assessed the function of OY-TES-1 and poten-
tial significance in HCC with the RNAi method. 
The OY-TES-1 siRNA sequence designed accord-
ing to the OY-TES-1 coding sequence. The effec-
tiveness of OY-TES-1 siRNA was confirmed in 
previous research [16]. We established three 
control groups in our research, and confirmed 
that the transfection reagents and unrelated 
siRNA have no cell toxicity and effect to cell bio-
logical behavior.

Knock-down of OY-TES-1 resulted in a signifi-
cant growth-suppressive effect, manifested by 
cell viability and cell cycle arrest in the G0/G1 
phase. It is widely accepted that altered expres-
sion of genes that drive uncontrolled cell cycle 
progression is among the requisite events dur-
ing tumorigenesis [19]. The progression of the 
cell cycle is regulated by many factors, includ-
ing cyclins, CDKs (cyclin-dependent kinases), 
and CDKs inhibitors [20]. According a previous 
report based on a bioinformatic analysis com-
bined with RNAi and oligonucleotide microar-
ray, it was predicted that downregulation of 
OY-TES-1 was accompanied by an increase in 
cyclin D2 and cyclin D3, which are able to 
improve G1-S transition [21, 22]. The other 
hand, WEE1, as a negative regulator of G2-M 
transition [23], also increased. That report 
inferred that OY-TES-1 downregulation will 
accelerate the cell cycle by improve G1-S transi-
tion and block G2-M transition [24]. As the pre-
diction was discrepant with our research found, 
we decide choose other cell cycle involved 
genes to detection. Cyclin D1 plays distinct 
roles in cell cycle progression through the G1 
phase [25], its over-expression disrupts normal 
cell cycle controls and might play an important 
role in the development of a subset of human 
HCC [26], and its down-expression correlates 

with G0/G1 cell cycle arrest [27]. In the other 
hand, cyclin E, a cell cycle regulator at the late 
G1 stage contributing to G1 progression and 
chromosomal instability, is also an oncoprotein 
of HCC. cyclin E may involve information and 
progression and patient’s outcome in the HCC 
[28-30]. In current study, we only found that the 
expression of cyclin E reduced in HCC cell lines 
when OY-TES-1 was down-regulated, while 
cyclin D1 remained intact. There may be possi-
bility that down-regulation of OY-TES-1 in HCC 
cells might impair cyclin E synthesis ultimately 
leading to slowed cell growth and cell cycle 
block. We thereby propose that OY-TES-1 might 
be an upstream modulator of cyclin E. Low lev-
els of G1-checkpoint proteins such as cyclin E 
and other unknown regulators might attenuate 
the oncogenic phenotype of HCC cell lines. 
However, it remains unclear for the underlying 
mechanisms.

Apoptosis and proliferation are opposing pro-
cesses in tumor growth, and tumor progression 
is thought to be determined by the balance with 
apoptosis and proliferation. To certify whether 
the observed cell growth suppression by 
OY-TES-1 down-regulation was due to the induc-
tion of cell apoptosis, the cell apoptosis was 
then tested by Flow cytometry. Suppressed 
expression of OY-TES-1 in HCC cell lines result-
ed in a significance increase of apoptotic cell 
population as compared to controls, which was 
in agreement with increased expression of cas-
pase-3, one of the apoptosis markers in cas-
pase protease family [31, 32]. Whether other 
caspase protease family, such as caspase-9, 
Bcl-2 and Bax [33-35], involved in apoptosis 
induced by OY-TES-1 siRNA is not well under-
stood and needs to be further investigated.

Metastasis is a major cause of death in cancer. 
Here, we first demonstrate the down-regulation 
of OY-TES-1 may contribute to attenuation of 
metastasis capacity of HCC cell lines via at 
least two aspects: the promotion of cell migra-
tion and invasiveness in vitro. It was well-known 
that one of molecular basis related to the 
migration and invasiveness in tumor cells was 
MMP. MMP is a family of related zinc-depen-
dent proteinase that degrades extracellular 
matrix (ECM) with nearly 20 members reported 

Figure 6. OY-TES-1 knockdown inhibited motor capability. A. Wound healing assay and Transwell migration assay. 
B. Matrigel invasion assay. C. Western blot analysis of MMP2 and MMP9 expression levels. The columns show the 
mean for three separate experiments; bars, sd. **P < 0.01.
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[36, 37]. Among them, MMP2 and MMP9 play 
the most important role in tumor metastasis 
and invasiveness. Alone this line, we tested 
MMP2 and MMP9 in OY-TES-1 down-regulated 
HCC cell lines clearly indicating that OY-TES-1 is 
involved in the regulation of both migration and 
invasiveness through decreased expression of 
MMP2 and MMP9. There were evidences that 
MMP9 not only promotes invasiveness, but 
also affects proliferation and induces apopto-
sis in various tumor cells [38, 39]. Therefore, 
we infer that weakened expression of MMP9 
may also involve in arresting the cell growth 
and increasing apoptosis in HCC cells by 
OY-TES-1 down-regulation.

In summary, our results demonstrated that 
blocking the expression of OY-TES-1 with siRNA 
decreased cell growth, induced the block of cell 
cycle and apoptosis, and prevented migration 
and invasion in HCC cells in vitro. These find-
ings imply that OY-TES-1 gene functions as an 
oncogene in HCC, and may shed light on the 
gene therapy of OY-TES-1 in HCC.

Acknowledgements

This study was supported by the National 
Natural Science Foundation of China (No. 
81360371), Natural Science Foundation of 
Guangxi (No. 2014GXNSFAA118089, No. 
2014GXNSFAA118231, and No. 2012GXNS- 
FAA053114) and Innovative project for 
Postgraduate of Guangxi Educational Bureau 
(No. YCSZ2014103). 

Disclosure of conflict of interest

None.

Address correspondence to: Dr. Shao-Wen Xiao, 
Department of Neurosurgery, First Affiliated Hos- 
pital, Guangxi Medical University, China. Tel: 0086-
13707882700; Fax: 0086-771-5356506; E-mail: 
xsw57@yahoo.com; Dr. Xiao-Xun Xie, Department of 
Histology & Embryology, School of Pre-clinical 
Medicine, Guangxi Medical University, China. Tel: 
0086-13807713891; Fax: 0086-771-5358577; 
E-mail: 1695261181@qq.com 

References

[1]	 Parkin DM, Bray F, Ferlay J and Pisani P. Global 
cancer statistics, 2002. CA Cancer J Clin 2005; 
55: 74-108.

[2]	 Tang ZY. Hepatocellular carcinoma--cause, 
treatment and metastasis. World J Gastr- 
oenterol 2001; 7: 445-454.

[3]	 Scanlan MJ, Gure AO, Jungbluth AA, Old LJ and 
Chen YT. Cancer/testis antigens: an expanding 
family of targets for cancer immunotherapy. 
Immunol Rev 2002; 188: 22-32.

[4]	 Hofmann O, Caballero OL, Stevenson BJ, Chen 
YT, Cohen T, Chua R, Maher CA, Panji S, 
Schaefer U, Kruger A, Lehvaslaiho M, Carninci 
P, Hayashizaki Y, Jongeneel CV, Simpson AJ, 
Old LJ and Hide W. Genome-wide analysis of 
cancer/testis gene expression. Proc Natl Acad 
Sci U S A 2008; 105: 20422-20427.

[5]	 Almeida LG, Sakabe NJ, deOliveira AR, Silva 
MC, Mundstein AS, Cohen T, Chen YT, Chua R, 
Gurung S, Gnjatic S, Jungbluth AA, Caballero 
OL, Bairoch A, Kiesler E, White SL, Simpson AJ, 
Old LJ, Camargo AA and Vasconcelos AT. 
CTdatabase: a knowledge-base of high-
throughput and curated data on cancer-testis 
antigens. Nucleic Acids Res 2009; 37: D816-
819.

[6]	 Brichard VG and Lejeune D. GSK’s antigen-
specific cancer immunotherapy programme: 
pilot results leading to Phase III clinical devel-
opment. Vaccine 2007; 25 Suppl 2: B61-71.

[7]	 Old LJ. Cancer vaccines: an overview. Cancer 
Immun 2008; 8 Suppl 1: 1.

[8]	 Simpson AJ, Caballero OL, Jungbluth A, Chen 
YT and Old LJ. Cancer/testis antigens, gameto-
genesis and cancer. Nat Rev Cancer 2005; 5: 
615-625.

[9]	 Okumura H, Noguchi Y, Uenaka A, Aji T, Ono T, 
Nakagawa K, Aoe M, Shimizu N and Nakayama 
E. Identification of an HLA-A24-restricted OY-
TES-1 epitope recognized by cytotoxic T-cells. 
Microbiol Immunol 2005; 49: 1009-1016.

[10]	 Ono T, Kurashige T, Harada N, Noguchi Y, Saika 
T, Niikawa N, Aoe M, Nakamura S, Higashi T, 
Hiraki A, Wada H, Kumon H, Old LJ and 
Nakayama E. Identification of proacrosin bind-
ing protein sp32 precursor as a human can-
cer/testis antigen. Proc Natl Acad Sci U S A 
2001; 98: 3282-3287.

[11]	 Tammela J, Uenaka A, Ono T, Noguchi Y, 
Jungbluth AA, Mhawech-Fauceglia P, Qian F, 
Schneider S, Sharma S, Driscoll D, Lele S, Old 
LJ, Nakayama E and Odunsi K. OY-TES-1 ex-
pression and serum immunoreactivity in epi-
thelial ovarian cancer. Int J Oncol 2006; 29: 
903-910.

[12]	 Baba T, Michikawa Y, Kashiwabara S and Arai 
Y. Proacrosin activation in the presence of a 
32-kDa protein from boar spermatozoa. 
Biochem Biophys Res Commun 1989; 160: 
1026-1032.

[13]	 Kanemori Y, Ryu JH, Sudo M, Niida-Araida Y, 
Kodaira K, Takenaka M, Kohno N, Sugiura S, 
Kashiwabara S and Baba T. Two functional 



Inhibition of OY-TES-1 attenuates malignant behaviors of HCC

7796	 Int J Clin Exp Pathol 2015;8(7):7786-7797

forms of ACRBP/sp32 are produced by pre-
mRNA alternative splicing in the mouse. Biol 
Reprod 2013; 88: 105.

[14]	 Whitehurst AW, Xie Y, Purinton SC, Cappell KM, 
Swanik JT, Larson B, Girard L, Schorge JO and 
White MA. Tumor antigen acrosin binding pro-
tein normalizes mitotic spindle function to pro-
mote cancer cell proliferation. Cancer Res 
2010; 70: 7652-7661.

[15]	 Luo B, Yun X, Fan R, Lin YD, He SJ, Zhang QM, 
Mo FR, Chen F, Xiao SW and Xie XX. Cancer 
testis antigen OY-TES-1 expression and serum 
immunogenicity in colorectal cancer: its rela-
tionship to clinicopathological parameters. Int 
J Clin Exp Pathol 2013; 6: 2835-2845.

[16]	 Cen YH, Guo WW, Luo B, Lin YD, Zhang QM, 
Zhou SF, Luo GR, Xiao SW and Xie XX. 
Knockdown of OY-TES-1 by RNAi causes cell 
cycle arrest and migration decrease in bone 
marrow-derived mesenchymal stem cells. Cell 
Biol Int 2012; 36: 917-922.

[17]	 Gure AO, Chua R, Williamson B, Gonen M, 
Ferrera CA, Gnjatic S, Ritter G, Simpson AJ, 
Chen YT, Old LJ and Altorki NK. Cancer-testis 
genes are coordinately expressed and are 
markers of poor outcome in non-small cell lung 
cancer. Clin Cancer Res 2005; 11: 8055-
8062.

[18]	 Zhou SF, Xie XX, Bin YH, Lan L, Chen F and Luo 
GR. Identification of HCC-22-5 tumor-associat-
ed antigen and antibody response in patients. 
Clin Chim Acta 2006; 366: 274-280.

[19]	 Mazumder S, DuPree EL and Almasan A. A 
dual role of cyclin E in cell proliferation and 
apoptosis may provide a target for cancer ther-
apy. Curr Cancer Drug Targets 2004; 4: 65-75.

[20]	 Malumbres M and Barbacid M. Cell cycle, 
CDKs and cancer: a changing paradigm. Nat 
Rev Cancer 2009; 9: 153-166.

[21]	 Park TJ, Chun JY, Bae JS, Park BL, Cheong HS, 
Lee HS, Kim YJ and Shin HD. CCND2 polymor-
phisms associated with clearance of HBV in-
fection. J Hum Genet 2010; 55: 416-420.

[22]	 Takano Y, Kato Y, van Diest PJ, Masuda M, 
Mitomi H and Okayasu I. Cyclin D2 overexpres-
sion and lack of p27 correlate positively and 
cyclin E inversely with a poor prognosis in gas-
tric cancer cases. Am J Pathol 2000; 156: 
585-594.

[23]	 Visconti R, Palazzo L, Della Monica R and 
Grieco D. Fcp1-dependent dephosphorylation 
is required for M-phase-promoting factor inac-
tivation at mitosis exit. Nat Commun 2012; 3: 
894.

[24]	 Hu Q, Fu J, Luo B, Huang M, Guo W, Lin Y, Xie X 
and Xiao S. OY-TES-1 may regulate the malig-
nant behavior of liver cancer via NANOG, CD9, 
CCND2 and CDCA3: a bioinformatic analysis 
combine with RNAi and oligonucleotide micro-
array. Oncol Rep 2015; 33: 1965-1975.

[25]	 Tashiro E, Tsuchiya A and Imoto M. Functions 
of cyclin D1 as an oncogene and regulation of 
cyclin D1 expression. Cancer Sci 2007; 98: 
629-635.

[26]	 Zhang YJ, Jiang W, Chen CJ, Lee CS, Kahn SM, 
Santella RM and Weinstein IB. Amplification 
and overexpression of cyclin D1 in human he-
patocellular carcinoma. Biochem Biophys Res 
Commun 1993; 196: 1010-1016.

[27]	 Suzui M, Masuda M, Lim JT, Albanese C, Pestell 
RG and Weinstein IB. Growth inhibition of hu-
man hepatoma cells by acyclic retinoid is as-
sociated with induction of p21 (CIP1) and inhi-
bition of expression of cyclin D1. Cancer Res 
2002; 62: 3997-4006.

[28]	 Spruck CH, Won KA and Reed SI. Deregulated 
cyclin E induces chromosome instability. 
Nature 1999; 401: 297-300.

[29]	 Obaya AJ and Sedivy JM. Regulation of cyclin-
Cdk activity in mammalian cells. Cell Mol Life 
Sci 2002; 59: 126-142.

[30]	 Kohzato N, Dong Y, Sui L, Masaki T, Nagahata 
S, Nishioka M, Konishi R and Tokuda M. 
Overexpression of cyclin E and cyclin-depen-
dent kinase 2 is correlated with development 
of hepatocellular carcinomas. Hepatol Res 
2001; 21: 27-39.

[31]	 Zou H, Henzel WJ, Liu X, Lutschg A and Wang X. 
Apaf-1, a human protein homologous to C. el-
egans CED-4, participates in cytochrome c-de-
pendent activation of caspase-3. Cell 1997; 
90: 405-413.

[32]	 Nunez G, Benedict MA, Hu Y and Inohara N. 
Caspases: the proteases of the apoptotic path-
way. Oncogene 1998; 17: 3237-3245.

[33]	 Fang EF, Zhang CZ, Fong WP and Ng TB. RNase 
MC2: a new Momordica charantia ribonucle-
ase that induces apoptosis in breast cancer 
cells associated with activation of MAPKs and 
induction of caspase pathways. Apoptosis 
2012; 17: 377-387.

[34]	 Spampanato C, De Maria S, Sarnataro M, 
Giordano E, Zanfardino M, Baiano S, Carteni M 
and Morelli F. Simvastatin inhibits cancer cell 
growth by inducing apoptosis correlated to ac-
tivation of Bax and down-regulation of BCL-2 
gene expression. Int J Oncol 2012; 40: 935-
941.

[35]	 Zhang Y, Liu H, Jin J, Zhu X, Lu L and Jiang H. 
The role of endogenous reactive oxygen spe-
cies in oxymatrine-induced caspase-3-depen-
dent apoptosis in human melanoma A375 
cells. Anticancer Drugs 2010; 21: 494-501.

[36]	 Kondo S, Shukunami C, Morioka Y, Matsumoto 
N, Takahashi R, Oh J, Atsumi T, Umezawa A, 
Kudo A, Kitayama H, Hiraki Y and Noda M. 
Dual effects of the membrane-anchored MMP 
regulator RECK on chondrogenic differentia-
tion of ATDC5 cells. J Cell Sci 2007; 120: 849-
857.



Inhibition of OY-TES-1 attenuates malignant behaviors of HCC

7797	 Int J Clin Exp Pathol 2015;8(7):7786-7797

[37]	 Zucker S and Vacirca J. Role of matrix metallo-
proteinases (MMPs) in colorectal cancer. 
Cancer Metastasis Rev 2004; 23: 101-117.

[38]	 Baker AH, Edwards DR and Murphy G. 
Metalloproteinase inhibitors: biological actions 
and therapeutic opportunities. J Cell Sci 2002; 
115: 3719-3727.

[39]	 Sun C, Wang Q, Zhou H, Yu S, Simard AR, Kang 
C, Li Y, Kong Y, An T, Wen Y, Shi F and Hao J. 
Antisense MMP-9 RNA inhibits malignant glio-
ma cell growth in vitro and in vivo. Neurosci 
Bull 2013; 29: 83-93.


