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Bone marrow mesenchymal stem cells accelerate 
wound healing in diabetic mice via inhibiting the  
expression of microRNA-155 to up-regulate  
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Abstract: Background: Bone marrow mesenchymal stem cells (BMSCs) have been widely explored as a useful mo-
dality in chronic wounds. Moreover, research data on miRNAs in wound healing are sparse and the role of miRNAs 
in the wound healing of diabetic foot are not yet known. Methods: A mouse model of diabetic foot wound was estab-
lished and the wound was covered with collagen containing BMSCs (BMSCs group) or collagen alone (control group). 
The mRNA level of miR-155, miR-21, miR-126, miR-29b, miR-143, miR-196a and Sirt1 were detected by qRT-PCR. 
In HUVEC-12 cells, miR-155 mimic or inhibitor were used to investigate the effect of miR-155 on Sirt1. Furthermore, 
MTT assay and transwell chamber experiments were performed to examine HUVEC-12 proliferation and migration 
treated with BMSCs and miR-155 mimic or si-Sirt1. Results: In this study, we observed that BMSCs accelerated 
wound healing in diabetic mice. BMSCs decreased the expression of miR-155 and enhanced the expression of Sirt1 
in wound tissue. In HUVEC-12 cells, miR-155 down-regulated the expression of Sirt1. Moreover, miR-155 mimic 
and si-Sirt1 could reverse the effect of BMSCs on HUVECs proliferation and migration. Additionally, miR-155 mimic 
worsened the wound healing in diabetic mice treated with BMSCs. Conclusion: We found that BMSCs accelerated 
wound healing in diabetic mice via inhibiting the expression of miR-155 to up-regulate Sirt1. 
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Introduction

Diabetic foot, as an intractable and high rate 
complication in patients with diabetes mellitus, 
may lead to amputation in the end [1]. In fact, 
diabetic foot is a typical chronic wound charac-
terized by absence of proliferation and migra-
tion of cells, associated with narrowing of blood 
vessels within the wound edge [2, 3]. Current 
studies indicate that diabetic foot disease 
mainly results from diabetic peripheral vascu-
lopathy, peripheral neuropathy, and regional 
ischemic ulcer [4]. However, the pathogenesis 
of wound healing disorders in diabetic patients 
is poorly understood. 

In recent years, bone marrow mesenchymal 
stem cells (BMSCs) have been found to 
enhance healing of difficult wounds [5]. BMSCs 

can differentiate into a number of cell types, 
including muscle, fibroblasts, brain cells and 
bone [6]. BMSCs also produce numerous cyto-
kines, growth factors and angiogenic factors 
that are involved in the repair of injured tissues. 
Several preliminary researches suggest that 
implantation of BMSCs can significantly accel-
erate wound closure and enhance re-epithelial-
ization and wound vascularity in diabetic mice 
[7-9]. Other than differentiation, one of the 
basic mechanisms by which MSCs are suggest-
ed to alter the host microenvironment might be 
that MSCs possibly transfer vesicular compo-
nents containing mRNA, microRNA and proteins 
[10, 11]. 

Recent studies have showed the vital role of 
microRNAs (miRNAs) in the regulation of gene 
expression in various cells of the skin, including 
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immune cells, stem cells and keratinocytes 
[12]. It has been proposed that changes in the 
expression of specific miRNAs are involved in 
wound healing process, and that aberrant regu-
lation of miRNAs play a key role in the abnormal 
healing of chronic wounds [2, 13]. However, 
research data on miRNAs in wound healing are 
sparse and the role of miRNAs in the wound 
healing of diabetic foot are not yet known. 

In this scenario, we first found the differential 
expression of miR-155 in BMSCs-treated dia-
betic wound healing through detecting the 
expression of several miRNAs. Then we high-
lighted the role of miR-155 in BMSCs accelerat-
ing wound healing in diabetic mice.

Materials and methods

Animal experiments

Five-to 8-week-old male C57BL/6J mice from 
the Laboratory Animal Center in Henan prov-
ince people’s hospital were injected with strep-
tozotocin (STZ, Sigma) at 40 mg/kg for 5 days 
to induce diabetes. After 4 weeks of experi-
ments, diabetic mice were successfully gener-
ated and then used for the diabetic foot model, 
according to the previously procedures [4, 14]. 
Full-thickness excisional wound (5 × 5 mm) was 
created in the dorsal thigh skin of both legs 
after proximal femoral artery ligation. To deter-
mine the healing potential of BMSCs in the 
model of diabetic foot, the wounds were cov-

China). BMSCs were used between passage 4 
and passage 6 in experiments. The cells were 
routinely cultured according to the instructions 
of the supplier. To detect the effect of miR-155 
overexpression on the function of BMSCs to 
HUVECs proliferation and migration, HUVECs 
were divided into four groups; one group (con-
trol group) was cultured in a high -glucose medi-
um (30 mM glucose), and the other three 
groups were cultured in a high-glucose medium 
with BMSCs, or BMSCs and pre-NC, or BMSCs 
and miR-155 mimic. To detect the effect of si-
Sirt1 on the function of BMSCs to HUVECs pro-
liferation and migration, HUVECs were divided 
into four groups; one group (control group) was 
cultured in a high -glucose medium (30 mM glu-
cose), and the other three groups were cultured 
in a high-glucose medium with BMSCs, or 
BMSCs and si-control, or BMSCs and si-Sirt1. 

Wound healing effects

After animal surgery, the images of the wounds 
were taken on days 0, 7 and 14 and the wound 
areas were analyzed using IPP software. On day 
14 postoperative, the animals were sacrifice 
and the wound areas were harvested for immu-
nohistochemistry. Capillary densities of the 
wounds were recognized for histological quanti-
tative analysis in a blind manner [14].

Western blot analysis

The proteins were separated by sodium dodec-
yl sulfate polyacrylamide gel electrophoresis 

Figure 1. BMSCs accelerated wound healing in diabetic mice. The diabetic 
foot model was produced after four weeks of diabetes induction. The wounds 
were covered with collagen alone or collagen containing 2 × 104 BMSCs. A. 
The wound healing rate of mice in the control and BMSCs group. B. The capil-
lary density in the control and BMSCs group. Control group: the wounds were 
covered with collagen alone; BMSCs group: the wounds were covered with 
collagen containing 2 × 104 BMSCs. The values are the mean ± SE. **VS 
control, P<0.01.

ered with collagen alone (con-
trol group, n=10) or collagen 
containing 2 × 104 BMSCs 
(BMSCs group, n=10). All the 
procedures complied with the 
standards stated in the Guide 
for the Care and Use of 
Laboratory Animals and were 
approved by the ethics com-
mittee of Henan province peo-
ple’s hospital.

Cell culture and experimental 
groups

Human umbilical vein endo-
thelial cells (HUVECs) and 
Green fluorescent protein 
(GFP)-transfected BMSCs we- 
re purchased from Cya- 
gen Biosciences (Guangzhou, 
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(SDS-PAGE) and electrotransferred to nitrocel-
lulose membranes (Takara, Dalian, China). 
After blocking in 5% non-fat dried milk for 1 
hour, the membranes were incubated with poly-
clonal rabbit anti-Sirt1 antibodies at 4°C over-
night. Then the membrane was incubated with 
HRP-conjugated secondary antibody (1:5,000) 
for 1 hour at room temperature. Band intensi-
ties were normalized to β-Actin.

Quantitative real-time PCR

Total RNA was extracted from cultured cells or 
tissues using Trizol. Reverse transcribed into 
cDNA using the PrimeScript RT reagent kit 
(Takara, Dalian, China) according to the manu-
facturer’s instructions. mRNA levels of target 
genes were quantified using SYBR Green 
Master Mix (Takara, Dalian, China). Changes in 

Figure 2. BMSCs decreased the expression of miR-155 and enhanced the expression of Sirt1 in wound tissue. A. 
The mRNA level of miR-155, miR-21, miR-126, miR-29b, miR-143 and miR-196a of mice in the control and BMSCs 
group. B. The mRNA and protein level of Sirt1 of mice in the control and BMSCs group. Control group: the wounds 
were covered with collagen alone; BMSCs group: the wounds were covered with collagen containing 2 × 104 BMSCs. 
The values are the mean ± SE. **VS 0 days, P<0.01; #VS control, P<0.05.
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relative gene expression of miR-155 were nor-
malized to U6 levels and Sirt1 to GAPDH, which 
were determined using the relative threshold 
cycle method.

Cell transfection and luciferase reporter assay

The 3’-untranslated regions (3’-UTR) of Sirt1 
generated by PCR amplification and were 
cloned into the pGL3-luciferase reporter plas-
mid (Promega). Transfection of miR-155 inhibi-
tor or miR-155 mimic or si-Sirt1 was conducted 
using the Lipofectamine 2000 reagent 
(Invitrogen) according to the manufacturer’s 
instruction. For luciferase reporter assay, cells 
(1 × 104) were seeded in triplicate in 48-well 
plates and allowed to settle for 24 h. Luciferase 
reporter plasmids or miR-155 inhibitor, miR-
155 mimic, si-Sirt1 were transfected into cells 

using the Lipofectamine 2000 reagent 
(Invitrogen) according to the manufacturer’s 
instruction. Luciferase signals were measured 
using the Dual Luciferase Reporter Assay Kit 
(Promega) according to a protocol provided by 
the manufacturer.

MTT assay 

The 3-(4,5-dimethylthiazol-yl)-2,5-diphenyltet-
razolium bromide (MTT) assay was used to 
detect HUVEC proliferation. HUVECs were cul-
tured in the different media plated in 6-well 
plates at 5 × 105 cells/well at 37°C and 5% CO2 
for 48 h. MTT (5 mg/ml, 20 μl Sigma) were 
added to each well for 4 h at 37°C. The super-
natant was removed, 150 μl dimethyl sulfox-
ide/well (DMSO, Sigma) was added, and the 
samples were shaken for 10 min. Emax micro-

Figure 3. MiR-155 regulated the expression of Sirt1 in HUVEC-12. A. The expression of miR-155 and Sirt1 in HU-
VEC-12 transfected with miR-155 mimic. B. The expression of miR-155 and Sirt1 in HUVEC-12 transfected with 
miR-155 inhibitor. The values are the mean ± SE. **VS control, **P<0.01.
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plate reader (Molecular Devices, CA, USA) was 
used to measure the absorbance value (OD) of 
each well at 492 nm. 

Transwell chamber experiments

HUVECs were cultured with 0.1% FBS high-glu-
cose medium for 24 h, and the cells were load-
ed into 25 mm, 8.0 μm transwell cell chambers 
(Corning) in the upper chamber at 5,000 cells/
well. The BMSC, BMSCs and pre-NC, or BMSCs 
and miR-155 mimic, or si-control, or BMSCs 
and si-Sirt1 were added to the lower chamber. 
The cells were incubated at 37°C in 5% CO2 for 
6 h. Cells that migrated to the other side of the 
membrane were fixed with 4% paraformalde-
hyde and stained with 0.5% crystal violet.

Statistics

Each experiment was repeated at least three 
times and the results were expressed as the 

mean ± SE. The experimental data were ana-
lyzed by SPSS 18.0, t-test and variance analy-
ses were performed and. All p values were two-
tailed, and p value <0.05 was considered 
statistically significant.

Results

BMSCs accelerated wound healing in diabetic 
mice

To determine the effect of BMSCs on the wound 
healing of diabetic foot, we used a mouse 
model of diabetic foot wound that was covered 
with covered with collagen containing 2 × 104 
BMSCs (BMSCs group) or collagen alone (con-
trol group). The wound area was measured on 
days 0, 7 and 14 after the operation. It has 
been shown that the BMSCs group had signifi-
cantly accelerated diabetic foot healing and 
that the wound healing rate for the control 

Figure 4. Overexpression of miR-155 reversed the effect of BMSCs on HUVECs proliferation and migration. HUVECs 
were cultured in BMSC-conditioned medium. A. Overexpression of miR-155 reversed the effect of BMSCs on HU-
VECs proliferation. B. Overexpression of miR-155 reversed the effect of BMSCs on HUVECs migration. The values 
are the mean ± SE. **VS control, P<0.01; #VS BMSCs + Pre-NC, P<0.05. 
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group was significantly slower than that of the 
BMSCs group (Figure 1A). To examine the func-
tion of BMSCs to vascular angiogenesis and 
repairation, the capillary density was analyzed. 
As demonstrated in Figure 1B, the capillary 
density in BMSCs group was significantly higher 
than that in control group. These data suggest 
that BMSCs effectively accelerated diabetic 
foot wound healing.

BMSCs decreased the expression of miR-
155 and enhanced the expression of Sirt1 in 
wound tissue

To investigate the role of miRNAs in the promot-
ed function of BMSCs to diabetic foot wound 
healing, the mRNA level of miR-155, miR-21, 
miR-126, miR-29b, miR-143 and miR-196a 
were detected in wound tissue treated with 
BMSCs or none. The differential expression 

between BMSCs group and control group was 
only observed in the expression of miR-155, 
and there were no changes in the expression of 
miR-21, miR-126, miR-29b, miR-143 and miR-
196a between BMSCs group and control group. 
In addition, the mRNA level of miR-155 in 
BMSCs group was downregulated in a time-
dependent manner (Figure 2A). Next, we 
detected the mRNA and protein level of Sirt1 in 
wound tissue treated with BMSCs or none. As 
shown in Figure 2B, the mRNA and protein level 
of Sirt1 were enhanced in a time-dependent 
manner in BMSCs group. 

MiR-155 regulated the expression of Sirt1 in 
HUVEC-12

To examine the effect of miR-155 on the expres-
sion of Sirt1, HUVEC-12 cells were transfected 

Figure 5. Si-Sirt1 reversed the effect of BMSCs on HUVECs proliferation and migration. HUVECs were cultured in 
BMSC-conditioned medium. A. Si-Sirt1 reversed the effect of BMSCs on HUVECs proliferation. B. Si-Sirt1 reversed 
the effect of BMSCs on HUVECs migration. The values are the mean ± SE. **VS control, P<0.01; #VS BMSCs + si-
control, P<0.05.
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with miR-155 mimic or miR-155 inhibitor or the 
corresponding control to overexpress miR-155 
or inhibit the its expression. qRT-PCR and lucif-
erase reporter assay revealed that miR-155 
mimic highly increased the expression of miR-
155 and down-regulated the activity of 3’-UTR 
of Sirt1. Moreover, it also decreased the mRNA 
and protein level of Sirt1 (Figure 3A). On the 
other hand, miR-155 inhibitor enhanced the 
activity of 3’-UTR of Sirt1 and the mRNA and 
protein level of Sirt1 in HUVEC-12 cells (Figure 
3B). These findings indicated that miR-155 reg-
ulated the expression of Sirt1 in HUVEC-12. 

Overexpression of miR-155 reversed the effect 
of BMSCs on HUVECs proliferation and migra-
tion

The proliferation and migration of endothelial 
cells play critical roles for vascular repair and 
regeneration. Herein, we detected the prolifera-
tion of HUVECs with the conditioned medium of 
BMSCs through MTT assay (Figure 4A). 
Moreover, the migration of HUVECs was verified 
through a transwell chamber experiment 
(Figure 4B). In MTT assay, the cell viability of 

and migration, HUVECs were cultured in medi-
um containing BMSCs or BMSCs + si-Sirt1. As 
shown in Figure 5A, the cell viability of HUVECs 
in BMSCs + si-Sirt1 group was greatly lower 
than that in BMSCs + si-control group. In 
respect to the migration, si-Sirt1 also inhibits 
the migration of HUVECs in BMSCs + si-Sirt1 
group (Figure 5B). These results suggest that 
si-Sirt1 could also reverse the effect of BMSCs 
on HUVECs proliferation and migration. 

MiR-155 mimic worsened the wound healing 
in diabetic mice treated with BMSCs

Through the above experiments, we concluded 
that miR-155 was connected with the function 
of BMSCs in diabetic foot mice. To elucidate its 
role in wound healing of diabetic mice treated 
with BMSCs, diabetic mice treated with BMSCs 
were divided into two groups: treated with NC 
(Group 1) and treated with miR-155 mimic 
(Group 2). It has been shown that the wound 
healing rate was significantly decreased in 
Group 2 comparing to Group 1 (Figure 6A). In 
addition, the capillary density in Group 2 was 

Figure 6. MiR-155 mimic worsened the wound healing in diabetic mice treat-
ed with BMSCs. Diabetic mice treated with BMSCs were transfected with NC 
(Group 1) or miR-155 mimic (Group 2). A. The wound healing rate of mice 
in the two groups. B. The capillary density of mice in the two groups. C. The 
expression of Sirt1 in mice of the two groups. The values are the mean ± SE. 
**VS Group 1, P<0.01.

BMSCs group was 150% of 
the control value, and it indi-
cated that BMSCs can 
improve HUVECs proliferation. 
In addition, the cell viability of 
BMSCs + miR-155 mimic 
group was significantly lower 
than that of BMSCs + pre NC 
group (Figure 4A). In transwell 
chamber experiment, BMSCs 
also significantly promoted 
HUVECs migration. The migra-
tion rate of BMSCs + miR-155 
mimic group descended 
sharply compared with BMSCs 
+ pre NC group (Figure 4B). 
These observations suggest 
that BMSCs can promote the 
proliferation and migration of 
HUVECs and miR-155-overex-
pressing BMSCs reversed this 
function.

Si-Sirt1 reversed the effect of 
BMSCs on HUVECs prolifera-
tion and migration

To further examine the role of 
Sirt1 in HUVECs proliferation 
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significantly lower than that in control group 
(Figure 6B). In Group 2, the mRNA and protein 
level of Sirt1 were also descended (Figure 6C). 

Discussion

Chronic diabetic wounds pose a clinical chal-
lenge and are a major burden to the health care 
system. The wound healing process contains 
three overlapping phases, which are acute 
inflammation, proliferation and remodeling. 
Several different cell types are involved in it, 
including cells of the immune system, keratino-
cytes, endothelial cells and fibroblasts, as well 
as many different molecular factors and cyto-
kines. BMSCs have been widely explored as a 
useful modality in disorders caused by insuffi-
cient angiogenesis such as chronic wounds 
[12, 15]. According to the research of Wu Y et 
al. BMSCs can promote wound healing by 
increasing local angiogenesis in wounds [7]. 
BMSCs are involved in all stages of angiogene-
sis, not only in the early steps such as prolifera-
tion or migration of EC but also in the later 
phases which involve blood vessel maturation 
[10]. Lei Shen et al. suggested that BMSCs 
stimulated by neurotrophin-3 promoted HUVEC 
proliferation and migration, and significantly 
accelerated diabetic foot wound healing [4]. In 
this study, we also observed the accelerating 
wound healing in diabetic mice induced by 
BMSCs. Moreover, BMSCs could promote the 
proliferation and migration of HUVEC. 

It has been testified that miRNAs regulate the 
key elements of tissue repair such as stem cell 
biology, hypoxia-response, inflammation and 
angiogenesis [10, 16]. Dysregulation of the miR 
system might result in compromised wound 
healing through perturb the function of target 
genes. To detect whether miRNAs involved in 
the function of BMSCs on wound healing in dia-
betic mice, we examined the expression of miR-
155, miR-21, miR-126, miR-29b, miR-143 and 
miR-196a in wound tissues. It has been shown 
that only the mRNA level of miR-155 was differ-
ent between BMSCs group and control. We fur-
ther found that overexpression of miR-155 
reversed the effect of BMSCs on HUVECs prolif-
eration and migration and worsened the wound 
healing in diabetic mice treated with BMSCs. 

Recent data suggest that miR-155 has distinct 
expression profiles and plays a crucial role in a 
large number of pathological and physiological 

processes, such as aematopoiesis, inflamma-
tion, immunity, cardiovascular diseases and 
cancer [17]. In the proliferation phase of wound 
healing, miR-155 inhibit the expression of kera-
tinocyte growth factor (KGF) in fibroblasts [18]. 
Coen van Solingen et al. reported that the 
absence of miR-155 has beneficial effects in 
the wound healing process [19]. For the impor-
tant role of miR-155 in inflammation, miR-155 
is considered a tentative target to reduce the 
enhanced inflammation observed in diabetic 
foot patients [20]. 

In this study, we also discovered the dysregula-
tion of Sirt1 in wound tissues treated by BMSCs. 
In addition, miR-155 could regulate the expres-
sion of Sirt1 in HUVECs. Sirt1 knockdown also 
reversed the effect of BMSCs on HUVECs prolif-
eration and migration. Mounting evidence indi-
cated that Sirt activators could accelerate the 
healing process [21]. It has been shown that 
agonists of Sirt1 have negative effect on matrix 
metalloproteinases (MMPs) transcription in the 
skin [22]. MMPs could break down extracellular 
matrix components such as collagen, leading to 
poor extracellular matrix formation, which is 
essential for wound healing. MMPs, in particu-
lar MMP-8 and MMP-9, play a key role in dia-
betic wound healing [23]. 

In conclusion, our study provides evidence that 
BMSCs accelerates wound healing in diabetic 
mice. BMSCs in wound tissue results in signifi-
cantly increased Sirt1 expression via down-reg-
ulating miR-155. Furthermore, overexpression 
of miR-155 or Sirt1 knockdown reversed the 
effect of BMSCs on HUVECs proliferation and 
migration. These findings demonstrated that 
application of stem cells in tissue engineering 
for treating diabetic foot ischemic ulcers is a 
promising approach and miR-155 played impor-
tant roles in the wound healing of diabetic foot 
by BMSCs. 

Disclosure of conflict of interest

None.

Address correspondence to: Dr. Yin Zhang, Depart- 
ments of Hematology, Henan Province People’s 
Hospital, Zhengzhou 213003, Henan, PR China; Dr. 
Zhi-Gang Zhao, Department of Endocrinology, 
Henan Province People’s Hospital, 7 Weiwu Road, 
Jinshui District, Zhengzhou 213003, Henan, PR 



BMSCs and miR-155 for healing diabetic foot

2988	 Int J Clin Exp Pathol 2016;9(3):2980-2988

China. Tel: +86-371-65580717; Fax: +86-371-
65580717; E-mail: zhaozhig423@163.com

References

[1]	 Bartus CL, Margolis DJ. Reducing the inci-
dence of foot ulceration and amputation in dia-
betes. Curr Diab Rep 2004; 4: 413-418.

[2]	 Madhyastha R, Madhyastha H, Pengjam Y, Na-
kajima Y, Omura S, Maruyama M. NFkappaB 
activation is essential for miR-21 induction by 
TGFβ1 in high glucose conditions. Biochem 
Biophys Res Commun 2014; 451: 615-621.

[3]	 Frykberg RG. Diabetic foot ulcers: pathogene-
sis and management. Am Fam Physician 
2002; 66: 1655-1662.

[4]	 Shen L, Zeng W, Wu YX, Hou CL, Chen W, Yang 
MC, Li L, Zhang YF, Zhu CH. Neurotrophin-3 ac-
celerates wound healing in diabetic mice by 
promoting a paracrine response in mesenchy-
mal stem cells. Cell Transplant 2013; 22: 
1011-1021.

[5]	 Kwon DS, Gao X, Liu YB, Dulchavsky DS, Dany-
luk AL, Bansal M, Chopp M, McIntosh K, Arbab 
AS, Dulchavsky SA, Gautam SC. Treatment 
with bone marrow-derived stromal cells accel-
erates wound healing in diabetic rats. Int 
Wound J 2008; 5: 453-463.

[6]	 Sasaki M, Abe R, Fujita Y, Ando S, Inokuma D, 
Shimizu H. Mesenchymal stem cells are re-
cruited into wounded skin and contribute to 
wound repair by transdifferentiation into mul-
tiple skin cell type. J Immunol 2008; 180: 
2581-2587.

[7]	 Wu Y, Chen L, Scott PG, Tredget EE. Mesenchy-
mal stem cells enhance wound healing through 
differentiation and angiogenesis. Stem Cells 
2007; 25: 2648-2659.

[8]	 Tark KC, Hong JW, Kim YS, Hahn SB, Lee WJ, 
Lew DH. Effects of human cord blood mesen-
chymal stem cells on cutaneous wound heal-
ing in leprdb mice. Ann Plast Surg 2010; 65: 
565-572.

[9]	 Duffy GP, Ahsan T, O’Brien T, Barry F, Nerem 
RM. Bone marrow-derived mesenchymal stem 
cells promote angiogenic processes in a time-
and dose-dependent manner in vitro. Tissue 
Eng Part A 2009; 15: 2459-2470.

[10]	 Bronckaers A, Hilkens P, Martens W, Gervois P, 
Ratajczak J, Struys T, Lambrichts I. Mesenchy-
mal stem/stromal cells as a pharmacological 
and therapeutic approach to accelerate angio-
genesis. Pharmacol Ther 2014; 143: 181-196.

[11]	 Hocking AM, Gibran NS. Mesenchymal stem 
cells: paracrine signaling and differentiation 
during cutaneous wound repair. Exp Cell Res 
2010; 316: 2213-2219.

[12]	 Moura J, Børsheim E, Carvalho E. The Role of 
MicroRNAs in Diabetic Complications-Special 

Emphasis on Wound Healing. Genes 2014; 5: 
926-956.

[13]	 Roy S, Sen CK. miRNA in wound inflammation 
and angiogenesis. Microcirculation 2012; 19: 
224-232.

[14]	 Barcelos LS, Duplaa C, Kränkel N, Graiani G, 
Invernici G, Katare R, Siragusa M, Meloni M, 
Campesi I, Monica M, Simm A, Campagnolo P, 
Mangialardi G,Stevanato L, Alessandri G, 
Emanueli C, Madeddu P. Human CD133+ pro-
genitor cells promote the healing of diabetic 
ischemic ulcers by paracrine stimulation of an-
giogenesis and activation of Wnt signaling. 
Circ Res 2009; 104: 1095-1102.

[15]	 Cui X, Chopp M, Zacharek A, Roberts C, Lu M, 
Savant-Bhonsale S, Chen J. Chemokine, vascu-
lar and therapeutic effects of combination 
Simvastatin and BMSC treatment of stroke. 
Neurobiol Dis 2009; 36: 35-41.

[16]	 Yang T, et al. MicroRNA in Cutaneous Wound 
Healing. Progress in Modern Biomedicine 
2012; 20: 053.

[17]	 Faraoni I, Antonetti FR, Cardone J, Bonmassar 
E. miR-155 gene: a typical multifunctional mi-
croRNA. Biochim Biophys Acta 2009; 1792: 
497-505.

[18]	 Pottier N, Maurin T, Chevalier B, Puisségur MP, 
Lebrigand K, Robbe-Sermesant K, Bertero T, 
Lino Cardenas CL, Courcot E, Rios G, Fourre S, 
Lo-Guidice JM, Marcet B, Cardinaud B, Barbry 
P, Mari B. Identification of keratinocyte growth 
factor as a target of microRNA-155 in lung fi-
broblasts: implication in epithelial-mesenchy-
mal interactions. PLoS One 2009; 4: e6718.

[19]	 van Solingen C, Araldi E, Chamorro-Jorganes A, 
Fernández-Hernando C, Suárez Y. Improved re-
pair of dermal wounds in mice lacking microR-
NA-155. J Cell Mol Med 2014; 18: 1104-1112.

[20]	 Zhang Y, Diao Z, Su L, Sun H, Li R, Cui H, Hu Y. 
MicroRNA-155 contributes to preeclampsia by 
down-regulating CYR61. Am J Obstet Gynecol 
2010; 202: 466. e1-7.

[21]	 Bashmakov YK, Assaad-Khalil S, Petyaev IM. 
Resveratrol may be beneficial in treatment of 
diabetic foot syndrome. Med Hypotheses 
2011; 77: 364-367.

[22]	 Nakamaru Y, Vuppusetty C, Wada H, Milne JC, 
Ito M, Rossios C, Elliot M, Hogg J, Kharitonov S, 
Goto H, Bemis JE, Elliott P, Barnes PJ, Ito K. A 
protein deacetylase SIRT1 is a negative regula-
tor of metalloproteinase-9. FASEB J 2009; 23: 
2810-2819.

[23]	 Rafehi H, El-Osta A, Karagiannis TC. Epigenetic 
mechanisms in the pathogenesis of diabetic 
foot ulcers. J Diabetes Complications 2012; 
26: 554-561.

mailto:zhaozhig423@163.com

